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(57) Abstract: It is intended to provide a method of isolating a polynucleotide encoding an antibody against a lesion which involves 
the following steps: (a) the step of isolating B cells infiltrating into the target lesion; and (b) the step of obtaining a polynucleotide 
encoding an antibody from the thus isolated B cells. As examples of the lesion, cancer tissues and so on can be cited. Thus, an 
antibody gene can be obtained without resort to cloning B cells. As a result, it also becomes possible to obtain a gene encoding a 
human-origin antibody wherein cloning can be hardly effected. By using a cancer tissue as the lesion, a gene of an antibody against 
cancer can be obtained. 



WO 2004/048571 



PCT/JP2003/014919 



- 1 - 

««a^^*5it5y^^©gp^<^^^TV^5(^l/Hurlia^ et al. 

(1985) Int J Cancer 35:753; Xffll 2 /Whiteside et al. (1986) Cancer Immun 
ol Immunother 23:169; ;£gfc3/Wolf et al. (1986) Otolaryngol Head Neck Su 
rg 95:142; :£itU/Husby et al (1976) J Clin Invest 57:1471; • 2:8*5 /Vose 

et al. (1979) Int J Cancer 24:579) 0 M^m^ «fctflgtf;|&ft^~* « N 

5 /Rosenberg et al. (1988) New Engl J Med 319:1676; ;£it6/Van Pel et a 
1. (1995) Immunol Reviews 145:229; 2:gfc 7/Kreider et al. (1984) Cancer M 
etastasis Rev 3:53) c 

MM&mir^7^??~mffir?h%(XmS/Kohholz and MacDonald (1983) Ann 
u Rev Immunol 1:273) 0 ;§cfc N mm<DM%&MbmMX*&%^9 ^mti&<Dm*k-t 

3fgi&*l/rV>5(23R9/Roitt et al. (1969) Lancet 2: 367; 2l$t 1 O/Borso 
s (1971) Progress in Immunology: p841. New York, Academic Press; 2T$fc 1 1 
/Kodera and Bean (1975) Int J Cancer 16: 579) c 

r i ^$|^ T v^5 ttt 1 2 /Punt et al. (1994) Cancer Im 



WO 2004/048571 



PCT/JP2003/014919 



- 2 - 

munol Immunother 38:225; JlMl 3 /Zhang et al. (1995) Cancer Res 55:358 

m<D? U~~^Jf(D±.%>(D^mb\^T, Epstein-Barr £ >f (EBV) \ZL £ § t fB 
»©^^fe^^tL Tl/ ^ o b^bEBV«^£oTt h^L^0^«Sr^ 
T^5H#^f^V^(ttl 4 /Henderson et al (1977) Virology 76:152; 
XWll 5/Aman et al (1984) J Exp Med 159: 208) 0 

#JW£B«!£7Bfrft; bfc ^ ac p -^*Wfl& £ ifc^ U ^^^JSBjaSr^bi-S^ 
fe-e*>5o ba>bfc#& N ^©ir6t hKWllglfcBBbTW:3ar*©J:v^^— 

ftm±m<omMtt^f£&bl£^<X1frl 6 /Winter and Milstein (1991) Natur 
e 349: 293) c ^£9^ 3^E©i:^5, t 
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&'S:(DWM& t >$£±L&frl^^foZ)(JCfflll 7 /Marks et al. (1991) J Mol Biol 2 
22:581; ;£$fcl 8/Larrick et al. (1992) Immunol Reviews 130: 69) 0 ^L^afrfS 
^(D^mM^%^~YlT&mfe^%?V—^>'?~rZ>Z.k\Z.&V)^ Fv, scFv. FaK 
IgG N h 5 I MSIgMft }£<DmWm.fe z F%:i¥f&-tZ> £ 2: 5 Cfclft 1 9 /Skerra e 

t al. (1988) Science 240:293; ;£t£2 O/Bird et al. (1988) Science 242:42 
3; 1 /Better et al. (1988) Science 240: 1041) 0 ^BMZ-tfOfc 

So b^U^IJfe^#^i-§B|fflla^|a^^gPUTV^§B|fflJ^« N 
&m&1r&1im&km (^y^n— >?vV) *Cft>5CSSfc2 2/Kotlan et al. (1999) 
Immunol Lett 65:143; 3Cjifc2 3 /Hansen et al. (2001) Pro Natl Acad Sci US 
A 98: 12659) „ Lfc^ot, Z<D £ 5 ^B^ffl/D^^®^^^ ~ V^U 
fc h£>t#:£ LTS#^-TS £ H*fi-Cfiftv\ 

7t 2: LfeB«ejfe^5^-r S^#:©St#«rH|i2: -f t^ot 

^tc 0 ^mm^hn, mm<D?u— ^m^m^-r, ^m^<Dm^nmt-r 
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^/ffb^TV^o I©^7A[j;l/- if— o^V^fe^^a WLaser Mi 
crodissection;LMD)^;^^lTO^ fE^Tfr|R£ tbTV^o LMDte, 
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[10] C9] ^ABifco^fefcJi^Mst^tt^flso 

[12] 3E^©XSSr-Stf C9] fcfBS£©^#©$IBt#ife, 

(1) [9] »-^©^Jcj;oT#fenfetftfr*#imi^l3:Sg»** 

( 3 ) wmmmmm\z.Mi&irz> m^mmrt 5 xn 
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i^^^DTt^m^ ^ttmm©^»*a«ji 

$tt^m«s it t r £ &X% 5 C A^«)^lft^$It 

•So 

m imm £ ^c^m^ &&&& % mm^mm 
*&m\~*5i?z>&-§ii,\,^ffi% t kvx, mmn%*<irzb&x%z 0 -r^t>^ 
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mmmmn, ^mmmm, mmmmm, h^\tm±mmmm^i£^-r^t^ 

§ *i/fc*siaitt**3SK f-*5 n s msm t vxm v > s r £ #s-e 

-So f^t X. ^lBffil^^O>T"^t> Laser Microdissection (LMD) ^rA^-lot, 

mmmftfab&mvmm&qivwizz. t&x%& 0 
^(Dt%, M*&mmmxmmu mm^mm^x^^^^mu-rn^ # 
< <DBmjm&)¥-Mi~z> i ^ &x% So fes v^^B^^soifiv^^^-g] «9 a* 

5^ t £x.»jmxhz> 0 
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*mm\zm^x, mmommk}^ mmmmmm^x^^mmm^, b 
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Gfrmim~>b&{\srz 0 Bmmco^tcDm^m^h^mm^yx^mm, ( P ia 

sma celimWMU) tm^tl^o ~7y XV«fgS, ##2 0 0 Oft^-fDIgG&M 

£> 5 v ^ ^ 9 xv«fi N ^at^o^m v^/va* ^ ^ xm v vtfetB 6 o 

cDNA^^ y — £r#3 0 mRNA(7)tt{±5^cDNA9-r^^ y — ^^^f^rjf 
mRNA^ij^^tt^o ^(Dmm<D^i)^nhfh^rmmm^XW^fi: 
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ft\ mjCQ. Mol. Biol. (1991) 222, 581-597) ^Weblh-f h (http: //www. mrc-cpe. 
cam. ac. uk/vbase-ok. php?menu=901) <D H^fcS^V ^T, t J- ^frit^S-iHf ifJgJ^ CO 

mmtVXy l~y 5, LTic^i:A^a-KrS3t^©ii#S^Br|g 

mm tmm<Dm&&itt>> &^M^/^^y ^&w*s&?fei-5 r t &x% § e s 

l^t5^i^U\ 
^k&X%& 0 

(2) grj|5^«i!fe ! L#:^(D^^ttJ-|-SX^ *5J:U? 

( 3 ) tmmmm^&ir%ffift%mm.-tzj:m. 
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^^Vl^-^-f ^Fv(scFv) ^i-^^^^-x?^^ o scFvSr^- K"t-§i(t^^^T 

~i?^<? ?~iz$$A~m^ scFv&mmfcmm.irz ? r-v&nz zt&x%& 0 
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(complementarity determination region ; CDR) &i$t? 0 jSL&cl£F^ L < J3:^ Jf-?£$fi 
£ fcfrT, ^fro RT^^tr K-T y ^ ^ m % ^^Ofei^ 

turf, is™#^tLTv^s^^i^^j; oTN *<D$ctoitm&<!>m j &t: 

flSIH»=Ftt, fc h^S^Jt^^O^^ioT, v^-tf^y (chi 
meric) ^itS^fc^S. £>5 V^fi^ £ 5 &J|&gtl4b<D "rT^$c& 
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IMiLtft (1) Bf?LH«, Mill CHO, COS, ^ N BHK(baby 

hamster kidney), HeLa, Vero, (2) W^« N MxJ3\ T^y^7^^^/^p 
■Rffltifc. &5l^(3) Si«, fclfctf, sf9, sf21, Tn5^if^^4 ^TV ^ 5o 
ti»ibtf±, -n^^T-^h {JSficotiana) ^iJ^Ufc^^ T*T • 
A iNicotiana tabacum) &^<D%W&&$& ^>tl/T*5 19 «. r^&^/l^i^i-tLkf <fc V\ 

. ^l/tf^^C^acc^Qfl^ce.? serevisiae) , ^5fc^® s #!JxJ2\ T.X 
•^As^AsT* {Aspergillus)^ #H^lf^T^-<^^V^ • —13— {Aspergillus nige 

r)tn}£tm^fhx\^ 0 mmmm,^m-r^m^ mmms&&m^z>m*km$h 
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T£V\ #!lx.te\ JftteBrJ^UTte, Fab N F(ab')2 N Fv. *fc«H^^b<^L^ 
OFvSrjg^&j; ^-^l^^^^^^/^^^^FvCscFv)^^ ^fr^ ^ 

tm$t5(fafl Co, M. S. et al., J. Immunol., 1994, 152, 2968-2976., 
Better, M. & Horwitz, A. H. , Methods in Enzymology, 1989, 178, 476-496, 

Academic Press, Inc. „ Plueckthun, A. & Skerra, A. , Methods in Enzymology, 
1989, 178, 476-496, Academic Press, Inc. N Lamoyi, E. , Methods in Enzymo 

logy, 1989, 121, 663-669. s Bird, R. E. et al. , TIBTECH, 1991, 9, 132-137. 

scFvte, ftftvmymmkLmmmk&mg^zzkfrxvnhtiz. -© sc f 

UTig|^$tt§ (Huston, J. S. et al. , Proc. Natl. Acad. Sci. U. S. A, 1988, 
85, 5879-5883. ) 0 scFv^Sotf SH^Vfg:^** £t^m^te, ^Mm^i^kV 
X f Bi£ $ V > T tt (Dirt #: & 3fe X o X & £ V \ 

-*m<<zf<?}*&m^btiz 0 scFv^nr^K-rsDNA^ mmtift<Dm&±mm 

fc, — 0.scFv£ K-T 5 DNA^M^tb ^thtb&^~fZ>^^<? 
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5-^^5o 5rim£Mmb LT, #!JifV^!Ja-/i, (peg) 

mm. mw&^h*^m<Dmmmmtmw, h^nrnmrnm^k^^-r^ 

^§a^*5^S^fi-fi#Mtt^i:#:(bispecific antibody) tfeot 
jfefc: «fc «9 xa#^(4fei#:^#Mi-S £ k t RTIi-CfcSo 

V^S^^ife^ £ «9 ISH-rS £ £ &X% So ^*r^A#?Afcif© 

X% 5 (Antibodies A Laboratory Manual. Ed Harlow, David Lane, Cold Spring 
Harbor Laboratory, 1988) 0 
ffift<OtfiM1i&£'f&& (Antibodies A Laboratory Manual. Ed Harlow, David Lan 
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e, Cold Spring Harbor Laboratory, 1988) <D$\fe\Zfe<£;%n<D^fik&$EfftirZ> £ t 

&-v%% 0 elisa mmt&&&&wmtkfem , eia (g^^^go , 

w h & OMxJ^s Sambrook et al. , Molecular Cloning, Cold Spring Harb 
or Labolatories (1989) ^#J1) 0 ^f^TOi: LTii, Hiff(Dj|^, tt)?^, 

ftJffi-rSni^-e^lac, trp, tac, trc. 27j" i>PL s PR^^^jfef S^tt^ 

rrnBy ^/^RNAS5feO^>CD^^/^Si^^-e^^ o 
teTO^O^^^/V^M^fe^^^^iri-^^-a'^oV^Tf*, pUB110^ s pC194 

^«^LT^v-^-K^^JS(M^^\ Pseudomonas putida, P. 
cepaciam ', pKT240^©^ ^ — ) N fcV^ fy^Al (Wfctfx Brevibacteri 

urn lactofermentum ; pAJ43^) N = JJ x JJ >7 (Mxi^ Corynebacterium 

glutamicum^ ; pCSll, pCB101#h .X M>^° h y#;*JR (pHV1301 N pGKl^K 
7 J* h ^^Vl^ M (pAM |31f), PK^y^I (Rhodococcus rhodochrous^ «fc 9 
¥H^tvfc7°7^^ K (J. Gen. Microbiol. 138: 1003 (1992) )S£h ^M^7°hv 
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-f -fe^MCM^-f^ Streptomyces lividans, S. virginiae^ ; pIJ486 s pKC1064 % P 

M, ^-^^^-9 M (Salmonella typhimuriumW) ^ tyfTl (Serratia marcescan 

X^D$£%<£>3&^y££ LTIi, Saccharomyces cerevisiae&fg^b L N YRp^ s 
YEp^, YC P m, YIp^O^*^ K03V^c^£nfc*l/T^S 0 £fc, ADH, GAPDH, 
PHO, GAL S PGK, ENO^O^n^e-^- • ?~ * ~mmm%T»hZ> 0 ^<D 

^^-r^n-^-r^^BC^I^^ Kluyveromyces lactism;2nm^ pKD15^ p 
GKIl^ KARS^MPcO^;^ Kk ->y^^^n^-fe^jS(Mx.»\ Schizosacch 
aromyces pombe^ pAUR224^) „ f- =f «9" y # n -fe ;* JR £ Zygosaccharo 
myces rouxii^ ; pSB3 N Rt^ N 51 cereKi5iaeS5fePH057°a^e — ££) N y^if;* 

Jt\ Hansenula polymorpha^) „ f^fTKfiJx. te\ A'cAia pastoris^) ^ 
X'^'T-J ■FMifflZ-}^ Candida maltosa, Candida tropicalis, Candida utilis, 
Candida albicans*^), T^^/^/U^M (Mill Aspergillus oryzae, Asperg 
illus nigerm), RXfhV =»f^vl (Mfcfc^ Trichoderma reeseitg) 

#^ £ i t J^*T?f6 So < £n ^^fc^ £ VXJVicotina tabacw&$k<Dfm 

-tZmzfes mtt, pMQN5304*©»3g-<^^— Sr^V\ 9 ~&Agrobactar 

ium tumefaciens*m<Dmm\ZMM'Z><, £ ©<B»Sr^^a (#(|xJ^ Nicotina taba 

cum) \zwsk £ * s , y k ^ ^ d^tsrimso 

^ =3 (Bombyx mori) , % (Aede aegypti, Aedes albopictus) N ^a^^a!^ 
^{Prosophila melanogaster)^<DMj&MM&^^b UT^V^S ~ £: & RTtgTrfcSo 
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y KSr#« r £ ^-e^r § (Nature 315 : 592-594 (1985) ) 0 

WtWtm&m^kLxm^Zm&frfi, WZ.^ P m8S (Med. Immunol. 20: 27- 
32 (1990)), pEF-BOS (Nucleic Acids Res. 18: 5322 (1990)). pCDM8 (Nature 32 
9: 840-842 (1987), pRSVneo s pSV2-neo, pcDNAI/Amp (Invitrogen) , pcDNAI, pA 
MoERC3Sc, pCDM8 (Nature 329: 840 (1987)), pAGE107 (Cytotechnology 3: 133 (1 
990)), pREP4 (Invitrogen), pAGE103 (J. Biochem. 101: 1307 (1987)), pAMoA, pA 
S3-3, pCAGGS (Gene 108: 193-200 (1991)), pBK-CMV, pcDNA3. 1 (Invirtogen) , pZ 
eoSV (Strat agene) ^S^gl^ ^ — k VXmif tb%h& 0 

xy/Ni/f- „ 87400111^^13^—^-, RSV, HIV&Umv#0]/hnt>^^x 
OLTR, ^n^M^^-T^^, #ftH^l, HSPm<DW)mimJ&&&(DiAte 

y^-r/v^, T7=ViS#!>-r/^, -^/w^x^/k^ r^^-x^^^ ^° 

y^X^^/V^, "^^fcf^^Y/^, -t^V^-f/I^, SV40, HIV$?©DNA&I*R 
NA?^;*3^f£>*L5o 

»«M&3E£UTte, ^p^- ^^ta-^JS&^Jx.^, SP2/0, NSO^), 9 
y Y . 5^t2-^ffl|g(^|x.^ YB2/0^), ^rf7^ -s^y*V F-^mm, Nmalwa 

L-l^), CH0», C0S^(C0S-1, C0S-7^), ^ m^WBmS^ (BHK^) , 

!> * ±/V f y ftBjft (TM4^) , T 7 V * % K y if A- Wfc*BJlS (VERO-76^) , HBT637 
HeLa«, ^f-^W«WI^(MDCK^) N fc h flffRfflUgl (HepG2^) , ^r>^ ?L >g 
*|HI&(MMT060562«), TR]», MRC«, FS3#0J§£^fe3 o 
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m (Proc. Natl. Acad. Sci. USA 69: 2110 (1972)), h^9^ h^(#ffiBS63-248 

29&&m), ^U? btf— >-3^fe(Gene 17: 107 (1982); Molecular&Genera 
1 Genetics 168: 111 (1979))«Sfc5 e ft^«A^tLTi^ ^1/^ htf 
Is*- is a i/^fe (Methods in Enzymology, 194: 182 (1990)), ^.~7 ^n^^ ^ 
(Proc.Natl.Acad.Sci.USA 81: 4889 (1984)), W&StV ^?^i£(J. Bacterid. 15 
3: 163 (1983))«5$>So WfoMMd\t^X ^Agrobacteriumtfe (Gene 23: 315 (1 
983); W089/05859^)^\ IWStf&fflfc <fc 5#2fe(W09 1/00358) £>*LTV^ 0 
«4MlMBl^ <^^-^A-T5^t LTSxl/^ >a ^(Cytotechnolo 

gy 3:133 (1990)), JJ ^»#/^9Afe<4&M¥2^27075#£tf§) , Patf^*^ 
a >-i£ (Proc. Natl. Acad. Sci. USA 84: 7413 (1987); Virology 52: 456 (1973)), 

^nsrRTti^-rsfeo-x'fctb^^^ -&i$mM<D^'fthXh^\ mm* 

IPTG£>» l^io T^m^ff^ $ -5 0 fcSV^trp^n^E—^v- 

SAiSS^fillii: UT^S^*^ bTf*TNM-FH^(Pharming 
en), Sf-900 II SFMlgjft (Lif e Technologies), ExCell400^tJ«ExCell405 (JRH Bio 
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sciences)^ Grace's Insect Medium (Nature 195: 788 (1962))^^r^V^§ t & 

e Journal of American Medical Association 199: 519 (1967) K Eagle CD MEMig 1 
m (Science 122: 501 (1952) ) N DMEMi§i& (Virology 8: 396 (1959) ) s 199J§±-fi(Pr 
oceeding of the Society for the Biological Medicine 73: 1 (1950) ) N *7tte\ 

pH6~8. 30~40t\ 5%C0 2 #^ET-e^T 5 Z.k&X% 5 G Z<Dm. i&S^ 

7^^-, RB^ftifi. ffiWAm, 

sds-# yr^y^rs K^tMS, ^iMft, Mf, BUM* 

*B^n^h^77>f— , Raf^ta^ hJ?97j~m$mift>nZ> (Strategies for 
Protein Purification and Charcterization: A Laboratoy Course Manual, Dan 
iel R. Marshak et al. eds. , Cold Spring Harbor Laboratory Press (1996) ; An 
tibodies: A Laboratoy Course Manual, Harlow and David Lane eds., Cold Spr 
ing Harbor Laboratory Press (1988) ) 0 Z.fh^(D^ n -v b jf*? ~7 ^ —f3: N HPLC-^ 3 
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tt^t^Mtto So ^ffiU^-gO 9 ttj bftf (before cut) N ftW&$J V (after 
cut) -T?fcS 0 fc<D3fMfc$$\,>X < fttf-TV»5*B#}&S£j 9 m&tlfz:nft&7F-t 0 

xmmimmm cv K z-j K mix) oimttoi^ctt^^s 0 ^© ^ 9 ^ «A g 

(#) Tfe5 0 

SB^ifcuibTciustaixic xz^mrrj* > h&ftotcm%:&7j<'tmxhz> 0 m 

STA, NEQK, NHQK, NDEQ, QHRK, MILV, MILF, HY, FYW 

CSA, ATV, SAG, STMC, STPA, SGND, SNDEQK, 
NDEQHK, NEQHRK, FVLIM, HFY 



WO 2004/048571 



PCT/JP2003/014919 



-23- 

m 5 «\ $0£^D»: £ !9 5 m<D^y XV|fflJ§g £ 7cteB«£-tjU 9 ft bfc^^r 
^*-efe So 2E«ijU 19 m Utu (before cut) , fciM&® *9 ft (after cut) 

TV^fc^^:#:3»5^^RT-PCR&^ J; V) mm U £ ^Ifil'S^©— ^SrAgilent2100^ 

S#^^T^lS^(VH6/7-JHmix) N 
vimMMc, (V /c 1-J k mix) x 

&m*s$mm cv K 2-j K mix) N 

^ (V k 3-J k mix) „ 

mM*smmm (v K 4/5-j K mix) , & £ -o? 

rT^HJSc (V k 6-J k mix) „ 

mmmmmm m xh% 0 

fe§o ^W^J 89 ttjbtu (before cut), ^WijO V) ft ^ (af ter cut)T?fc5 0 ^ 

m 9 «\ ^^tl^J; !9 1 fio^7XV«^ «9 a LfdSI^Sr^l-^-e 
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h £ 0 &m&® VMVm (before cut) , ftW&%} ?)ttlLf (after cut) Xh 3 0 & 

HI l o «k 5 ijo 5 m Lfc l flSl^^^xVM^^u-c^fc^L 

mm (#) i?fc§ 0 

-efcSo 9 (before cut), «9 ft (after cut)Xh% 0 

mi 2^ mmwm*£»®*)mv±im(D77x^itom\z&mvx\,^itm 

aaK"sra5HR«cvH6/7-jHmi30 , 
e«Brwi« (v K i-j « mix) s 

64B"5fi£tB# (V k 2-j K mix) s 

/c 3-J k mix) s 

W*Rr«flH«CVic4/5-Jiciiiix), *5J:t* 
RT^JIgg (V K 6-J k mix) „ 

^ffc^ifrBtW (#) TfeSo 

HI 1 3 J3\ ftffllr&gtfg*: <£ 1 m<D^9^mj&$:%} X> ffi i^itm^tt^f-^M 
XhZ> 0 2ZW&$J VmVM (before cut) „ !»tt|Lt (after cut) Xh & 0 
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i-fx^z &&&& vmts fritm$-&7T:ir 0 

^PM (#) T?fcs„ 

&7jk1r2fm'VfoZ> 0 tcW&W Vmvm (before cut) s &m&W ^ffiLt (after cu 



*&m&mMMfc£v tsh\mm\z.tom't&&, &s&mftztit>mmm 
immm i ] lmd^ £ ^mm^nmir^ Bms^<omm 

t (fLSfc&SJBft) SraS3&^:t$fc|»§J« N OCT compound (Tissue-te 

k) *ffiV^i*lt^ny^Srf^Kbfc 0 ^i-jSCT^t&^paraformaldehyde-l 
ysine-periodate#©@®RfcT@feUfeo ^^^^p It^Dfl^Srf^ 

fjacetone^gl^Srii^TlII^U h/l~f vV^/W- CftjSffc^3g,&8S*£**tf 
^^^-feSr^L-fCo ^-fe^Laser microdissection system (Leica AS-LMD) {^T 
»fflMU!5ttm (QIAGEN RNeasy Mini Kit^#RLT|«) ^ 
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7, H9. Hill, 113, *5J;VH1 5) 0 ^-ftb<Dm\Z&\,^Xhm(DlZiZ-® 
immW 2 ] RNA0M*5 J; l^cDNA^ 

sy Mini Kit (QIAGEN) &^TjR^©^fc:^ h — ^A*NA*««bfc 0 &iS0 

— P/l'WtoDWM&ftotCo KNA^ttJW^35/iL-f^TSr^[^Sensiscript Revers 
e Transcriptase (QIAGEN) ^V^T$gat#^^^^V^cDNA^r^b^c 0 cDNA^ 
mO ix Sr—/VT\ 40ng (D^V =f dT7° 7 >f ^ — (Promega) N 0. 8 g© 5? 
^^A-^^r^-v— (Invitrogen) ^ignffe^SJ&rT 0 ^ tc^V\ 37°C"e 1 BfP^M 
i^$^fc: 0 ^$^fccDNA^-r<M-PCRHJ^^#^^V^^^ s -80"Cfc:Tfe# 

[^Jfe^J 3 ] fc h bT^^o ^ p - ^ 

t h^Jt^RT^lB^^^n— ^v^^pcR^^^ ^jti^j. MoL Biol. 
(1991) 222, 581-597jo J; tMedical Research Council (MRC) OWEBi^-f h "V BAS 
E" (http : / /www. mrc-cpe. cam. ac. uk/vbase-ok. php?menu=901) Sr^^te^lTV >- 
Ufc 0 j e<D&£gm&&LT 9 7~iB^IJ#-^: 15 0) fcjfc brh 0 VH 

VHla 5' -CAGGT (GT) CAGCTGGTGCAGTCTGG-3' 
VHlb 5' -CAGGTCCAGCTTGTGCAGTCTGG-3 ' 
VH1 c 5' - (GC) AGGTCCAGCTGGTACAGTCTGG-3' 
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VHld 5' -CA (AG) ATGCAGCTGGTGCAGTCTGG-3' 

VH2a 5' -CAGATCACCTTGAAGGAGTCTGGT-3' 

VH2b 5' -CAGGTCACCTTGA (AG) GGAGTCTGGT-3' 

VH3a 5' -GA (AG) GTGCAGCTGGTGGAGTCTGG-3' 

VH3b 5' -CAGGTGCAGCTGGTGGAGTCTGG-3' 

VH3c 5' -GAGGTGCAGCTGTTGGAGTCTGG-3' 

VH4a 5' -CAG (CG) TGCAGCTGCAGGAGTCGGGC-3' 

VH4b 5' -CAGGTGCAGCTACAGCAGTGGGGC-3' 

VH5a 5' -GA (AG) GTGCAGCTGGTGCAGTCTGGA-3' 

VH6a 5' -CAGGTACAGCTGCAGCAGTCAGGT-3' 

VH7a 5' -CAGGT (CG) CAGCTGGTGCAATCTGG-3' 
JH1245 5' -TGAGGAGACGGTGACCAGGGT (GT) CC-3' 

JH3 5' -TGAAGAGACGGTGACCATTGTCCC-3' 

JH6 5' -TGAGGAGACGGTGACCGTGGTCCC-3' 

VKla 5' - (AG) ACATCCAGATGACCCAGTCTCCA-3' 

VKlb 5' -G (AC) CATCCAGTTGACCCAGTCTCCA-3' 

VKlc 5' -GCCATCC (AG) GATGACCCAGTCTCCA-3' 

VKld 5' -GTCATCTGGATGACCCAGTCTCCA-3' 

VK2a 5' -GATATTGTGATGACCCAGACTCCA-3' 

VK2b 5' -GAT (AG) TTGTGATGACTCAGTCTCCA-3' 

VK3a 5' -GAAATTGTGTTGAC (AG) CAGTCTCCA-3' 

VK3b 5' -GAAATAGTGATGACGCAGTCTCCA-3' 

VK3c 5' -GAAATTGTAATGACACAGTCTCCA-3' 

VK4a 5' -GACATCGTGATGACCCAGTCTCCA-3' 

VK5a 5' -GAAACGACACTCACGCAGTCTCCA-3' 

VK6a 5' -GAAATTGTGCTGACTCAGTCTCCA-3' 
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VJtvDD 


C 3 

O 


p a TPPTTptp a tp a p a p a r*T , /^np/^/^ a 

GA 1 G 1 1 G 1 GA1 GACACAGi CI CCA-3 


TT71 

Jivl 


c 5 

0 


AUG 1 1 1 GAI 11 CCACCTTGGTCCC-3 


TWO A 
JJVZ4 


o 


A PPTT'T'P A T*PT»PP A \ PTT/^/tT* /""*/"*/"■» r\ ? 

-ACGI 1 1GAICTCCA (CG; CTTGGTCCC-3 


TT70 

JlVo 


o 


A pptttp ata tpp a /^ttt/^/^t/^p/*^ o 5 

AUG 1 1 1GA1A1GGACTTTGGTCCC-3 


JJYD 


c> 
o 


A PP »T«T**T» A A T*PT*PP A P TPP T'PT/'^/'Vt O 5 

AGG1 1 1 AA1 G I GGAGI CGI Gl CCC-3 


VT 1 -a 

V LilS. 


o 


GAG 1G1G1GG1 GAG 1 GAGGGAGGC~3 


VT IV. 

VL.JLD 


o 


GAG 1G1G1G vGl; 1 GACGCAGCCGCCC-3 


VT 9 


o 


paptptpppptpp apt*p apppt* /pp\ o ? 

GAG1G1GGGG1GAGIGAGGG1 (,GG;~3 


VT 


D 


~IGG1A1GvAi;GGI GACTCAGCCACCC-3 


VT ^V* 


o 


1GG1A1 GAGG 1 GAGAGAGC (CT; ACCC-3 


VT 


o 


1G1 IGlGAGCIGAClCAGGACGGl-3 


VT Q^l 


c' , 
o 


- 1 GG I A 1 GAGG I GAI GCAGCCACCC-3 


VT Ad 

v j_/ta 


o 


PAP PPTPTP PTP A PTP A A TP A TPP O 5 

GAGGG 1 G 1 GG I GAG 1 GAA I CATCC— 3 


VT AVi 


o 


-PAP PTTPTP PT^ A PTP A A TPr»PPP o' 

GAGG 1 1 G 1 GG 1 GAG 1 GAA 1 GGCCC— 3 


VT 


o 


-PTPPPTPTP PTP aptpa p r^r^r^r^r^n- o ' 

G 1 GGG 1 G I GG 1 GAG 1 CAGCGGGGG-3 


VT Co 


b - 


-CAGCCTGTGCTGACTCAGCCA (CT) CT-3 


VT 


5'- 


-CAGGCTGTGCTGACTCAGCCGGCT-3' 


VJLO 


5'- 


-AATTTTATGCTGACTCAGCCCCAC-3' 


VT 7 


5'- 


-CAG (AG) CTGTGGTGACTCAGGAGCCC-3' 


VT Q 
VL»o 


5'- 


-CAGACTGTGGTGACCCAGGAGCCA-3' 


VL4_9 


5' -C (AT) GCCTGTGCTGACTCAGCCACCT-3' 


VL10 


5'- 


-CAGGCAGGGCTGACTCAGCCACCC-3' 


JL1 


5'- 


-ACCTAGGACGGTGACCTTGGTCCC-3' 


JL23 


5'- 


-ACCTAGGACGGTCAGCTTGGTCCC-3' 


JL7 


5'- 


ACCGAGGACGGTCAGCTGGGTGCC-3' 
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m* \^ti^ti(Dmm^^ y hmm-^^-f^ta^mtT^ dna poi yme r 

ase Core Kit (QIAGEN) <DB.&&t>-&X*?CRMtyM&fT^ fc Q fill, /c i!&±ii|tI1--5 

LfCo 4/zL(Di|^cDNASr^|>^ii^lx^M»^ lxQ solution (QIAGEN), 0.4m 
M dNTP s 0. 4 J uM(^forward^o ^I^reverse-ward^ 0 ^^-^— , 2U Taq DNA#?y^^ — 

PE9700(Jl-fe5/ hV40^?sU<DmmBiJ&$:ftotii 0 mm^fM^ 9 4°C10 

5 0°C3 OfJxDT^-})l/?\ 7 2°C3 0£>©#^SJfca>*>&5 0 



1 





forward 


reverse 


VH1-JH MIX 


VHIa 


VHIb 


VH1c VHId 


JH1245 JH3 


JH6 




VH2-JH MIX 


VH2a 


VH2b 




JH1245 JH3 


JH6 




VH3/5-JH MIX 


VH3a 


VH3b 


VH3c VH3d 


JH1245 JH3 


JH6 




VH4-JH MIX 


VH4a 


VH4b 




JH1245 JH3 


JH6 




VH6/7-JH MIX 


VH6a 


VH7a 




JH1245 JH3 


JH6 




VK1-JK MIX 


VK1a 


VK1b 


VKIc VKId 


JK1 


JK24 


JK3 


JK5 


VK2-JK MIX 


VK2a 


VK2b 




JK1 


JK24 


JK3 


JK5 


VK3-JK MIX 


VK3a 


VK3b 


VK3c 


JK1 


JK24 


JK3 


JK5 


VK4/5-JK MIX 


VK4a 


VK5a 




JK1 


JK24 


JK3 


JK5 


VK6-JK MIX 


VK6a 


VK6b 




JK1 


JK24 


JK3 


JK5 



S^^CD^^^%^r^^^5,^DNA7500 /Agilent2100&ffiV^T$¥#f Lfc 0 *£*! 



mm&mte&i,f£ au2, me, ms, no, mi 2, ®i4 N *5^t^Ei 1 

6) 0 mmmm^ QIAGEN PCR Purification Kit&JB^TiS&l bfc e TCRRjfcjM 

mm^pt^m^u, r^^-^m%%m^nw mmB^mmm\m^ 

ir^^Mmm^m^mU nmmVtc* #bfrfcDNA^;t&pGEM-T Easy (Prom< 
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1 ~k3«-j§- : 5 4 (mo n &j;t>wii#-^ : 5 5~ 
mrnm-^r: 8 4 mm) K^it. ii^$nfc75 / ^^77^^ y b 

— *i8li:frifi^©ft»0 y — gB^lJ^rMarks e> O^fe (J. Mol. Biol. 
(1991) 222, 581-597) Cftotf^Lfe. ^^ffi^fc^MDNAlB^J^ itK/y^f 

tlMDNAfB^J (template linker) /g3M#-*§- : 1 5 1 

5'-GGACAATGGTCACCGTCTCTTCAGGTGGTGGTGGTTCGGGTGGTGGTGGTTCGGGTGGTGGCGGATCGGA 
CATCCAGATGACCCAGTCTCC-3' 

^° 9 -f ^ ~ O^SBB^IJ : 

Reverse JH for linker/@B#!#-^- : 1 5 2 ~ 1 5 5 

1 LJH1_2 5' -GCACCCTGGTCACCGTCTCCTCAGGTGG-3' 

2 LJH3 5' -GGACAATGGTCACCGTCTCTTCAGGTGG-3' 

3 LJH4_5 5' -GAACCCTGGTCACCGTCTCCTCAGGTGG-3' 

4 LJH6 5' -GGACCACGGTCACCGTCTCCTCAGGTGG-3' 
Reverse VK for 1 inker /IB#I#^ : 1 5 6 ~ 1 6 1 

5 LVK1 5' -GGAGACTGGGTCATCTGGATGTCCGATCCGCC-3' 

6 LVK2 5' -GGAGACTGAGTCATCACAACATCCGATCCGCC-3' 

7 LVK3 5' -GGAGACTGCGTCAACACAATTTCCGATCCGCC-3' 

8 LVK4 5' -GGAGACTGGGTCATCACGATGTCCGATCCGCC-3' 
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9 LVK5 5' -GGAGACTGCGTGAGTGTCGTTTCCGATCCGCC-3' 

10 LVK6 5' -GGAGACTGAGTCAGCACAATTTCCGATCCGCC-3' 
Reverse VL for Iinker/1E#J#-^ : 1 6 2~ 1 6 8 

11 LVL1 5' -GGCGGCTGCGTCAACACAGACTGCGATCCGCCACCGCCAGAG-3' 

12 LVL2 5' -GCAGGCTGAGTCAGAGCAGACTGCGATCCGCCACCGCCAGAG-3' 

13 LVL3a 5' -GGTGGCTGAGTCAGCACATAGGACGATCCGCCACCGCCAGAG-3' 

14 LVL3b 5' -GGGTCCTGAGTCAGCTCAGAAGACGATCCGCCACCGCCAGAG-3' 

15 LVL4 5' -GGCGGTTGAGTCAGTATAACGTGCGATCCGCCACCGCCAGAG-3' 

16 LVL5 5' -GACGGCTGAGTCAGCACAGACTGCGATCCGCCACCGCCAGAG-3' 

17 LVL6 5' -TGGGGCTGAGTCAGCATAAAATTCGATCCGCCACCGCCAGAG-3 5 

icm^smmmhv< fexm*s&mm, v ^x—mm&m^ sir (mzm-B-: 1 

6 9~1 8 2) f^bfc^-f-v— ± y hSr/B^TPCRSrfrofco &4g#5/e$g©# 
*^—kJL79J^—<Dmfr&tt<DRXM&mmi,1t t > KOD plus DNA polymera 

se (toyobo) ^m^xmm^(Dmmm^R^m^mmv^ 0 ^^-j^-mmo 

L20^-T ^/l^94°C15#oMk£> £U*68°C l^©#ftKJtS*ff o fc 0 

VHlBACKNco 5' -AGTATTGACCATGGCCCAGGTGCAGCTGGTGCAGTCTGG-3' 

VH2BACKNco 5' -AGTATTGACCATGGCCCAGGTCAACTTAAGGGAGTCTGG-3' 

VH3BACKNco 5' -AGTATTGACCATGGCCGAGGTGCAGCTGGTGGAGTCTGG-3' 

VH4BACKNco 5' -AGTATTGACCATGGCCCAGGTGCAGCTGCAGGAGTCGGG-3' 

VH5BACKNco 5' -AGTATTGACCATGGCCCAGGTGCAGCTGTTGCAGTCTGC-3' 

VH6BACKNco 5' -AGTATTGACCATGGCCCAGGTACAGCTGCAGCAGTCAGG-3' 

JKlFOREco 5' -TAATGAATTCACGTTTGATTTCCACCTTGGTCCC-3' 

JK2F0REco 5' -TAATGAATTCACGTTTGATCTCCAGCTTGGTCCC-3' 
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JK3F0REco 5' -TAATGAATTCACGTTTGATATCCACTTTGGTCCC-3' 
JK4F0REco 5' -TAATGAATTCACGTTTGATCTCCACCTTGGTCCC-3' 
JK5F0REco 5' -TAATGAATTCACGTTTAATCTCCAGTCGTGTCCC-3' 
JLlFOREco 5' -TAATGAATTCACCTAGGACGGTGACCTTGGTCCC-3' 
JL2_3F0REco 5' -TAATGAATTCACCTAGGACGGTCAGCTTGGTCCC-3' 
JL4_5F0REco 5' -TAATGAATTCACCTAAAACGGTGAGCTGGGTCCC-3' 

U ^o|£^^l#:oC^^FLAG^ ^tt^^ 3 <£ 5 bfc c 
21 (DE3)»^^K^Ufc 0 

?IJ#-*§- : 1 8 3~E?U## : 1 8 8 \^V± 0 70-6scFv (K?U#^1 8 7-18 

s) tem-<DBmm£ymmvtz.mm oss^m-^i 93-94) ^s^xmm mm 

9 5-9 6) frhft)$Vfc.—mM3n>fc'VhZ> 0 — ^ 70-5AscFv (I2^lj# 
183-18 4) % *5J:^70-5BscFv (IB?!i#-55- : 185-186) ft, 5^ 

8 8 (^LfCo 

&*WflSfc*t VX30°C^ 0. 5mM isopropyl- £ -thiogalactopyranoside^P^ J; V) #£ 
II Lfco -h^Moi^ Anti-FLAG M2T 7 ^ — # 9 A (Sigma) fcgfc U $B& 
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X.m&'R&*7MZ.m.miS-&tn 0 * 9 0.1M Glycine (pH3. 5) XBM 

zS&W&Mm bfc 0 ^ffl^PDlOTJ 9 A (T^>-Y A^-f ^ ^ ) ^ t m L0. 01% 
T W een20£^TfrPBS^ t T <^»M£»& b7c 0 £ fiff ^#£E&SDS-PAGE^© ^ 

imam 3 ] fmm& 

^mmmmmmmmjt & 1 %^7 7t^T;vTt k • pbs^tio^ih^ 
^^-<~> 3 ^-t^m\z.io%m%^^smx^n v^>^f^ 0 1 o/ oBSAj 

0. 1% tween-20^r^tf PBS (^|II^^^t«^fl? U ^ O^^r^-gO 

GfcVf (FLAG) ^iS^S^[^^#feTT?©3,3-diamino-benzidine-tetra hydr 
ochloride©^7!7^^^m(-J;9^WUfc 0 ^iiDtti^ 0. 1% twee 
n-20£^t?PBS&J^T^5#^3^^Ufc e llM^te^ h^^y >X?J 17 

>- * — U ^ >7 ^ ^ ^ ^Srfr 5 iu ^ ^ y £ ^ ^ ^ ^ ^ ^ v , TJ| ^ 
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^(target threrapy) fcfcftM^UJl £tt§ 0 i~*^*>^^JSr^U^#:^ % 
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(b) ¥IttB»^f,, - Ft5*°^ ^ W K^ftSI 

4. (b) ffifcZ =i - K-T 5 *K y ^ ^ WF«t5lS^, ^rT^IB^ 

1 0 . 9 ^WHicCQ^^J; 9 j^it^ttfc^o 

12. W-^OX©Sr^^3S9K:fB«©^©JteS^Sfe 0 

( 1 ) If ^ 9 ^W3^(0^^ <fc o T# tl/fc^t#:SrjlSm»<«fcS5tt $ * 
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3 6 



(2) tmmxmmkm#k<Di&fr&fcmirz>jm, 

( 3 ) t6mmmm\zfe^z$t#:&m$iirzjm 
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SEQUENCE LISTING 

<110> CHUGAI SEIYAKU KABUSHIKI KAISHA 
PharmaLogicals Research Pte. , Ltd. 

<120> Antibody against focus tissue 

<130> C1-A0230P 

<150> JP 2002-339241 
<151> 2002-11-22 

<160> 188 

<170> Patentln version 3. 1 

<210> 1 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (360) 

<223> 

<400> 1 

cag gtg cag ctg gtg caa tct ggg get gag gtg aag aag' cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 



tat atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg 144 
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Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg cca atg gtc acc gtc tct tea 360 
Gly Pro Met Val Thr Val Ser Ser 
115 120 



<210> 2 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 
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Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Pro Met Val Thr Val Ser Ser 
115 120 



<210> 3 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<223> 

<400> 3 

cag gtc cag ctg gtg caa tct gga gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 



tec ctg aga etc tec tgt gca gec tct gga ttc acc ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
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20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gec gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gec tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 4 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 
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Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 5 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1) . . (366) 
<223> 

<400> 5 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 
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tec ctg aga etc tec tgt gca gee tct gga ttc ace ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gee tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 6 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 6 
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Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 7 

<211> 340 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (339) 

<223> 



<400> 



7 
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cag gtg cag ctg gtg caa tct ggg get gag gtg agg aag cct ggg acg 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Arg Lys Pro Gly Thr 
15 10 15 

aca gtg aca ate tec tgc aag gtt tct gga cac aac ttc ate gac cac 96 
Thr Val Thr He Ser Cys Lys Val Ser Gly His Asn Phe He Asp His 
20 25 30 

tac atg cat tgg gta caa cag gec cct gga aaa ggg ctt gac tgg atg 144 
Tyr Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Asp Trp Met 
35 40 45 

gga eta att gac cct gaa gat ggt cag acg aaa tat tea gag agg ttt 192 
Gly Leu He Asp Pro Glu Asp Gly Gin Thr Lys Tyr Ser Glu Arg Phe 
50 55 60 

gag ggc aga gtc aca att acc gcg gac aag tea aca gac aca acc tac 240 
Glu Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Asp Thr Thr Tyr 
65 70 75 80 

ttg gag gtg age ggc ctg aga teg gaa gac acg gec gtt tat ttc tgt 288 
Leu Glu Val Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys 
85 90 95 

aca acg gac ttg ggt gac ttg aat tat tgg aac cct ggt cac cgt etc 336 
Thr Thr Asp Leu Gly Asp Leu Asn Tyr Trp Asn Pro Gly His Arg Leu 
100 105 110 

etc a 340 
Leu 



<210> 8 
<211> 113 
<212> PRT 
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<213> Homo sapiens 
<400> 8 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Arg Lys Pro Gly Thr 
15 10 15 

Thr Val Thr He Ser Cys Lys Val Ser Gly His Asn Phe He Asp His 
20 25 30 

Tyr Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Asp Trp Met 
35 40 45 

Gly Leu He Asp Pro Glu Asp Gly Gin Thr Lys Tyr Ser Glu Arg Phe 
50 55 60 

Glu Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Asp Thr Thr Tyr 
65 70 75 80 

Leu Glu Val Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys 
85 90 95 

Thr Thr Asp Leu Gly Asp Leu Asn Tyr Trp Asn Pro Gly His Arg Leu 
100 105 110 

Leu 



<210> 9 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 
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<223> 
<400> 9 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gee tct gga ttc ace ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gec gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gec tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 



ggc cag gga acc ctg gtc acc gtc tec tea 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



366 
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<210> 10 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 11 

<211> 381 

<212> DNA 

<213> Homo sapiens 



WO 2004/048571 
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<220> 

<221> CDS 

<222> (1)..(381) 

<223> 

<400> 11 

cag gtc cag ctg gtg caa tct gga get gag ggg aaa aag ccg gga gag 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Gly Lys Lys Pro Gly Glu 
15 10 15 

tct ctg aag ate tec tgt cag ggt tct gga tac aca ttt age aat tac 96 
Ser Leu Lys He Ser Cys Gin Gly Ser Gly Tyr Thr Phe Ser Asn Tyr 
20 25 30 

tgg ate gee tgg gtg cgc cag agg ccc ggg aaa ggc ctg gag tgg atg 144 
Trp He Ala Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

ggg ate ate tat cct ggt gac tct gat ate aaa tac agt ccg tec ttc 192 
Gly He He Tyr Pro Gly Asp Ser Asp He Lys Tyr Ser Pro Ser Phe 
50 55 60 

caa ggc cat gtc ace ate tea gee gac acg tec atg aac ace gee tac 240 
Gin Gly His Val Thr He Ser Ala Asp Thr Ser Met Asn Thr Ala Tyr 
65 70 75 80 

ctg cag tgg aac ace ctg aag gee teg gac ace gee atg tac tac tgt 288 
Leu Gin Trp Asn Thr Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

gcg aga cat aaa ggg ace agg ttc ggg gag gtt ttg gcg gtt ggc aac 336 
Ala Arg His Lys Gly Thr Arg Phe Gly Glu Val Leu Ala Val Gly Asn 
100 105 110 

tgg ttc gac ccc tgg ggc cag gga ace ctg gtc ace gtc tec tea 381 
Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
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115 120 125 



<210> 12 

<211> 127 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Gly Lys Lys Pro Gly Glu 
15 10 15 

Ser Leu Lys He Ser Cys Gin Gly Ser Gly Tyr Thr Phe Ser Asn Tyr 
20 25 30 

Trp He Ala Trp Val Arg Gin Arg Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Gly He He Tyr Pro Gly Asp Ser Asp He Lys Tyr Ser Pro Ser Phe 
50 55 60 

Gin Gly His Val Thr He Ser Ala Asp Thr Ser Met Asn Thr Ala Tyr 
65 70 75 80 

Leu Gin Trp Asn Thr Leu Lys Ala Ser Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

Ala Arg His Lys Gly Thr Arg Phe Gly Glu Val Leu Ala Val Gly Asn 
100 105 110 

Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 125 



<210> 13 
<211> 368 



WO 2004/048571 



PCT/JP2003/014919 



1 4/1 4 1 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<223> 

<400> 13 

cag gtc cag ctg gtg caa tct ggg get gag ttg aag acg cct ggg tec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Leu Lys Thr Pro Gly Ser 
15 10 15 

teg gtg aaa ttc tec tgc aag get tec gga ggc age ttc age aac tat 96 
Ser Val Lys Phe Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Asn Tyr 
20 25 30 

get ate ace tgg gtg cga cag gec cct gga caa ggt ctt gag tgg atg 144 
Ala He Thr Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga agg ate ate cct ate ttt ggt ata cca aac tac gca cag gaa ttc 192 
Gly Arg He He Pro He Phe Gly He Pro Asn Tyr Ala Gin Glu Phe 
50 55 60 

cag ggc aga gtc acg att acc gee gac gat tec acg ace aca gtc tac 240 
Gin Gly Arg Val Thr He Thr Ala Asp Asp Ser Thr Thr Thr Val Tyr 
65 70 75 80 

atg gaa ctg age age ctg aga tct gag gac acg gee gtg tat tac tgt 288 
Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat aat tea ata gga gca cct gat act tgg tgg ttc gac ccc 336 
Ala Arg Asp Asn Ser He Gly Ala Pro Asp Thr Trp Trp Phe Asp Pro 
100 105 110 
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tgg ggc cag gga cca egg tea ccg tct cct ca 368 
Trp Gly Gin Gly Pro Arg Ser Pro Ser Pro 
115 120 



<210> 


14 


<211> 


122 


<212> 


PRT 


<213> 


Homo 


<400> 


14 



Gin Val Gin Leu Val Gin Ser Gly Ala Glu Leu Lys Thr Pro Gly Ser 
15 10 15 

Ser Val Lys Phe Ser Cys Lys Ala Ser Gly Gly Ser Phe Ser Asn Tyr 
20 25 30 

Ala He Thr Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Arg He He Pro He Phe Gly He Pro Asn Tyr Ala Gin Glu Phe 
50 55 60 

Gin Gly Arg Val Thr He Thr Ala Asp Asp Ser Thr Thr Thr Val Tyr 
65 70 75 80 

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Asn Ser He Gly Ala Pro Asp Thr Trp Trp Phe Asp Pro 
100 105 110 



Trp Gly Gin Gly Pro Arg Ser Pro Ser Pro 
115 120 
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<210> 15 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (360) 

<223> 

<400> 15 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gee 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc ace ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

tat atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gec gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 
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gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 

100 105 110 

ggg aca atg gtc acc gtc tct tea 360 
Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 16 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 
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Gly Thr Met Val Thr Val Ser Ser 
115 120 

<210> 17 

<211> 365 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (363) 

<223> 

<400> 17 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc acc ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg agg gee gag gac acg get gtg tat tac tgt 288 
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Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gcc tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tc 365 
Gly Gin Gly Thr Leu Val Thr Val Ser 
115 120 



<210> 18 

<211> 121 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 
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Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser 
115 120 



<210> 19 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<223> 

<400> 19 

cag gtc cag ctg gcg caa tct gga gga ggc gtg gtc cag cct ggg agg 48 

Gin Val Gin Leu Ala Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc age ttc agt age tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga age tat aaa tac tat gca gaa tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 

aag ggc cga ttc ate ate tec aga gac aat tec aag aac acc ctg tat 240 
Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
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65 70 75 80 

ctg caa atg aac age ctg aga gec gag gac acg get gtc tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat egg ggg teg gtg gag atg get aca ate gcg gac tac tgg 336 
Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 20 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Gin Val Gin Leu Ala Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 

Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 
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Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 21 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1) . . (366) 
<223> 

<400> 21 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc age ttc agt age tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt tat aaa tac tat gca gaa tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 
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aag ggc cga ttc ate ate tec aga gac aat tec aag aac ace ctg tat 240 
Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat egg ggg teg gta gag atg get aca ate gcg gac tac tgg 336 
Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

ggc cag gga acc ctg gtc ace gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 22 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 
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Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 23 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<223> 

<400> 23 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc age ttc agt age tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 



ggc atg cac 
Gly Met His 
35 



tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 
Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
40 45 



144 
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gca gtt ata tgg tat gat gga agt tat aaa tac tat gca gaa tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 

aag ggc cga ttc ate ate tec aga gac aat tec aag aac acc ctg tat 240 
Lys Gly Arg Phe He lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtc tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys . 

85 90 95 

gcg aga gat egg ggg teg gta gag atg get aca ate gcg gac tac tgg 336 
Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 24 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Ser Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 
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Ala Val He Trp Tyr Asp Gly Ser Tyr Lys Tyr Tyr Ala Glu Ser Val 
50 55 60 

Lys Gly Arg Phe He He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Gly Ser Val Glu Met Ala Thr He Ala Asp Tyr Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 25 

<211> 370 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1) . . (369) 
<223> 

<400> 25 

cag gta cag ctg cag cag tea ggt cca gga ctg gtg aag ccc teg cag 48 
Gin Val Gin Leu Gin Gin Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
15 10 15 

acc etc tea etc ace tgt gec ate tec ggg gac agt gtc tct age aac 96 
Thr Leu Ser Leu Thr Cys Ala He Ser Gly Asp Ser Val Ser Ser Asn 
20 25 30 

agt get get tgg cac tgg ate agg cag tec cca teg aga ggc ctt gag 144 
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Ser Ala Ala Trp His Trp He Arg Gin Ser Pro Ser Arg Gly Leu Glu 
35 40 45 

tgg ctg gga agg aca tac tac agg tec aag tgg tat aat gat tat aca 192 
Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr Asn Asp Tyr Thr 
50 55 60 

gtg tct gtg aaa agt cga ata acc ate aag eca gac aca tec aag aac 240 
Val Ser Val Lys Ser Arg He Thr He Lys Pro Asp Thr Ser Lys Asn 
65 70 75 80 

cag ttc tec ctg cag ctg aac tct gtg act ccc gag gac acg get gtg 288 
Gin Phe Ser Leu Gin Leu Asn Ser Val Thr Pro Glu Asp Thr Ala Val 
85 90 95 

tat tac tgt gca aga tea cag gaa gag cac egg teg ttg gat gat get 336 
Tyr Tyr Cys Ala Arg Ser Gin Glu Glu His Arg Ser Leu Asp Asp Ala 
100 105 110 

ttt gat ate tgg gac cac ggt cac cgt etc etc a 370 
Phe Asp He Trp Asp His Gly His Arg Leu Leu 
115 120 



<210> 26 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Gin Val Gin Leu Gin Gin Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
15 10 15 

Thr Leu Ser Leu Thr Cys Ala He Ser Gly Asp Ser Val Ser Ser Asn 
20 25 30 
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Ser Ala Ala Trp His Trp He Arg Gin Ser Pro Ser Arg Gly Leu Glu 
35 40 45 

Trp Leu Gly Arg Thr Tyr Tyr Arg Ser Lys Trp Tyr Asn Asp Tyr Thr 
50 55 60 

Val Ser Val Lys Ser Arg He Thr He Lys Pro Asp Thr Ser Lys Asn 
65 70 75 80 

Gin Phe Ser Leu Gin Leu Asn Ser Val Thr Pro Glu Asp Thr Ala Val 
85 90 95 

Tyr Tyr Cys Ala Arg Ser Gin Glu Glu His Arg Ser Leu Asp Asp Ala 
100 105 110 

Phe Asp He Trp Asp His Gly His Arg Leu Leu 
115 120 



<210> 27 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(360) 

<223> 

<400> 27 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
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20 25 30 

tat atg cac tgg gtg cga cag gcc cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg aca atg gtc acc gtc tct tea 360 
Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 28 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 



WO 2004/048571 



PCT/JP2003/014919 



3 0/1 4 1 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 29 

<211> 348 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (348) 

<223> 

<400> 29 

cag gtc cag ctg gtg caa tct ggg get gag gtg agg aag ccc ggg acg 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Arg Lys Pro Gly Thr 
15 10 15 



WO 2004/048571 PCT/JP2003/014919 



3 1/14 1 



aca gtg aca ate tec tgc aag gtt tct gga cac aac ttc ate gac cac 96 
Thr Val Thr He Ser Cys Lys Val Ser Gly His Asn Phe He Asp His 
20 25 30 

tac atg cat tgg gta caa cag gec cct gga aaa ggg ctt gac tgg atg 144 
Tyr Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Asp Trp Met 
35 40 45 

gga eta att gac cct gaa gat ggt cag acg aaa tat tea gag agg ttt 192 
Gly Leu He Asp Pro Glu Asp Gly Gin Thr Lys Tyr Ser Glu Arg Phe 
50 55 60 

gag ggc aga gtc aca att acc gcg gac aag tea aca gac aca acc tac 240 
Glu Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Asp Thr Thr Tyr 
65 70 75 80 

ttg gag gtg age ggc ctg aga teg gaa gac acg gec gtt tat ttc tgt 288 
Leu Glu Val Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys 
85 90 95 

aca acg gac ttg ggt gac ttg aat tat tgg ggc cag gga acc ctg gtc 336 
Thr Thr Asp Leu Gly Asp Leu Asn Tyr Trp Gly Gin Gly Thr Leu Val 
100 105 110 

acc gtc tec tea 348 
Thr Val Ser Ser 
115 



<210> 30 

<211> 116 

<212> PRT 

<213> Homo sapiens 

<400> 30 



WO 2004/048571 



PCT/JP2003/014919 



3 2/14 1 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Arg Lys Pro Gly Thr 
15 10 15 

Thr Val Thr He Ser Cys Lys Val Ser Gly His Asn Phe He Asp His 
20 25 30 

Tyr Met His Trp Val Gin Gin Ala Pro Gly Lys Gly Leu Asp Trp Met 
35 40 45 

Gly Leu He Asp Pro Glu Asp Gly Gin Thr Lys Tyr Ser Glu Arg Phe 
50 55 60 

Glu Gly Arg Val Thr He Thr Ala Asp Lys Ser Thr Asp Thr Thr Tyr 
65 70 75 80 

Leu Glu Val Ser Gly Leu Arg Ser Glu Asp Thr Ala Val Tyr Phe Cys 
85 90 95 

Thr Thr Asp Leu Gly Asp Leu Asn Tyr Trp Gly Gin Gly Thr Leu Val 
100 105 110 

Thr Val Ser Ser 
115 



<210> 31 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<223> 

<400> 31 



WO 2004/048571 



PCT/JP2003/014919 



3 3/14 1 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gee tct gga ttc acc ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gec gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gee tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag ggc acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 
<211> 
<212> 



32 

122 

PRT 



WO 2004/048571 
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<213> Homo sapiens 
<400> 32 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 33 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 



WO 2004/048571 



PCT/JP2003/014919 



35/141 

<223> 
<400> 33 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag tct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Ser Gly Ala 
15 10 15 

tea gtg aag gtc tec tgc aag get tct gga tac ace ttc acc ggc cac 96 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly His 
20 25 30 

ttt ate cac tgg gtg egg cag gee cct gga caa ggg ctt gag tgg atg 144 
Phe He His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg ate aac cct aac gtt ggt gtc aca aat tat gca cag aag ttt 192 
Gly Trp He Asn Pro Asn Val Gly Val Thr Asn Tyr Ala Gin Lys Phe 
50 55 60 

cag ggc agg gtc acc atg acc agg gac acg tec ata age aca gee tac 240 
Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Ser Thr Ala Tyr 
65 70 75 80 

ata gaa ctg agg agg ctg aga tct gac gac acg gee gtg tat tac tgt 288 
He Glu Leu Arg Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gtg aga gaa tec gac aca get gcg gtg gec tac tac tac cac ggt atg 336 
Val Arg Glu Ser Asp Thr Ala Ala Val Ala Tyr Tyr Tyr His Gly Met 
100 105 110 



gac gtc tgg gga caa tgg tea ccg tct ctt ca 
Asp Val Trp Gly Gin Trp Ser Pro Ser Leu 
115 120 



368 



WO 2004/048571 
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<210> 34 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Ser Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly His 
20 25 30 

Phe He His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp He Asn Pro Asn Val Gly Val Thr Asn Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Ser Thr Ala Tyr 
65 70 75 80 

He Glu Leu Arg Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Val Arg Glu Ser Asp Thr Ala Ala Val Ala Tyr Tyr Tyr His Gly Met 
100 105 110 

Asp Val Trp Gly Gin Trp Ser Pro Ser Leu 
115 120 



<210> 35 

<211> 375 

<212> DNA 

<213> Homo sapiens 



WO 2004/048571 



PCT/JP2003/014919 



37/141 

<220> 

<221> CDS 

<222> (1) . . (375) 

<223> 

<400> 35 

cag gtc cag ctg gtg caa tct ggg gga gac tgg gta aag cct ggg ggg 48 

Gin Val Gin Leu Val Gin Ser Gly Gly Asp Trp Val Lys Pro Gly Gly 
15 10 15 

tec ctt aga etc tec tgt gca gcg tct gga ttc cct ttc get aat gee 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe Ala Asn Ala 
20 25 30 

tgg atg tat tgg ttc cgc cag get cca ggg aag ggg ctg gag tgg gtt 144 
Trp Met Tyr Trp Phe Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

ggc cgt att aaa age aaa cca agt ggt ggg get aca gag ttc get gca 192 
Gly Arg He Lys Ser Lys Pro Ser Gly Gly Ala Thr Glu Phe Ala Ala 
50 55 60 

ccc gtg gaa ggt aga ttc age ate tec aga gac gat teg aaa aac acg 240 
Pro Val Glu Gly Arg Phe Ser He Ser Arg Asp Asp Ser Lys Asn Thr 
65 70 75 80 

atg gat ctg caa atg aat age ctg aga acc gac gac aca gec gta tat 288 
Met Asp Leu Gin Met Asn Ser Leu Arg Thr Asp Asp Thr Ala Val Tyr 
85 90 95 

tat tgt acc aca gat tgg ggt teg ggg acc tat cat aag ttt get tta 336 
Tyr Cys Thr Thr Asp Trp Gly Ser Gly Thr Tyr His Lys Phe Ala Leu 
100 105 110 



gat gtc tgg ggc caa ggg aca atg gtc acc gtc tct tea 
Asp Val Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser 



375 
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115 120 125 



<210> 36 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Gin Val Gin Leu Val Gin Ser Gly Gly Asp Trp Val Lys Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Pro Phe Ala Asn Ala 
20 25 30 

Trp Met Tyr Trp Phe Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Gly Arg He Lys Ser Lys Pro Ser Gly Gly Ala Thr Glu Phe Ala Ala 
50 55 60 

Pro Val Glu Gly Arg Phe Ser He Ser Arg Asp Asp Ser Lys Asn Thr 
65 70 75 80 

Met Asp Leu Gin Met Asn Ser Leu Arg Thr Asp Asp Thr Ala Val Tyr 
85 90 95 

Tyr Cys Thr Thr Asp Trp Gly Ser Gly Thr Tyr His Lys Phe Ala Leu 
100 105 110 

Asp Val Trp Gly Gin Gly Thr Met Val Thr Val Ser Ser 
115 120 125 



<210> 37 
<211> 357 



WO 2004/048571 



PCT/JP2003/014919 



3 9/14 1 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (357) 

<223> 

<400> 37 

gtg cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec tea 48 

Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser 
15 10 15 

gtg aag gtc tec tgt cag get tct gga tac atg tte acc ggc ttc tat 96 
Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr 
20 25 30 

atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg gga 144 
Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
35 40 45 

tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt cag 192 
Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin 
50 55 60 

gac agg gtc ace ctg acc agg gac acg tec ate age aca ggc tac atg 240 
Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met 
65 70 75 80 

gag ctg ggc ggc ctg aca tct gac gac acg gec gtg tat tat tgt gcg 288 
Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa ggg 336 
Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin Gly 
100 105 110 
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aca atg gtc acc gtc tct tea 357 
Thr Met Val Thr Val Ser Ser 
115 



<210> 38 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser 
15 10 15 

Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr 
20 25 30 

Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
35 40 45 

Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin 
50 55 60 

Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met 
65 70 75 80 

Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin Gly 
100 105 110 

Thr Met Val Thr Val Ser Ser 
115 



WO 2004/048571 
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<210> 39 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (360) 

<223> 

<400> 39 

cag gtg cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc ace ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

tat atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg ace agg gac aeg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gec gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



WO 2004/048571 
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gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 

100 105 110 



ggg aca atg gtc acc gtc tct tea 360 
Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 40 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 



WO 2004/048571 
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Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 41 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (360) 
<223> 



<400> 41 

cag gtc cag ctg gtg caa tct ggg get gag gcg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Ala Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc ace ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

tat atg cac tgg gtg cga cag gee cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gee aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc ace ctg ace agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gec gtg tat tat tgt 288 



WO 2004/048571 
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4 4/1 4 1 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg acc acg gtc acc gtc tec tea 360 
Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 42 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Ala Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



WO 2004/048571 
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Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 



Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 43 

<211> 369 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (369) 

<223> 



<400> 43 

cag gtc cag ctg gtg caa tct ggg gga ggc ttg gta cag cca ggg egg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt aca act tct gga ttc acc ttt agt gat tat 96 
Ser Leu Arg Leu Ser Cys Thr Thr Ser Gly Phe Thr Phe Ser Asp Tyr 
20 25 30 

get ttg age tgg gtc cgc cag get cca ggg agg ggg ctg gag tgg gta 144 
Ala Leu Ser Trp Val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp Val 
35 40 45 

ggt ttc att aga aat aaa att tat ggt ggg aca aca gat tac gec gca 192 
Gly Phe He Arg Asn Lys He Tyr Gly Gly Thr Thr Asp Tyr Ala Ala 
50 55 60 

tct gtg aaa ggc aga ttc acc ate tea aga gat gat tec aaa agt ate 240 
Ser Val Lys Gly Arg Phe Thr He Ser Arg Asp Asp Ser Lys Ser He 



WO 2004/048571 
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65 70 75 80 

gcc tat ctg caa atg aac age ctg aaa acc gag gac tea gee gtc tat 288 
Ala Tyr Leu Gin Met Asn Ser Leu Lys Thr Glu Asp Ser Ala Val Tyr 
85 90 95 

tac tgt act aga gat teg ggt gtg gtg act get gcc tac ttt gac tac 336 
Tyr Cys Thr Arg Asp Ser Gly Val Val Thr Ala Ala Tyr Phe Asp Tyr 
100 105 110 

tgg ggc cag ggc acc ctg gtc acc gtc tec tea 369 
Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 44 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Arg 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Thr Thr Ser Gly Phe Thr Phe Ser Asp Tyr 
20 25 30 

Ala Leu Ser Trp Val Arg Gin Ala Pro Gly Arg Gly Leu Glu Trp Val 
35 40 45 

Gly Phe He Arg Asn Lys He Tyr Gly Gly Thr Thr Asp Tyr Ala Ala 
50 55 60 

Ser Val Lys Gly Arg Phe Thr He Ser Arg Asp Asp Ser Lys Ser He 
65 70 75 80 



WO 2004/048571 
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Ala Tyr Leu Gin Met Asn Ser Leu Lys Thr Glu Asp Ser Ala Val Tyr 
85 90 95 

Tyr Cys Thr Arg Asp Ser Gly Val Val Thr Ala Ala Tyr Phe Asp Tyr 
100 105 110 



Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 45 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (366) 

<223> 



<400> 45 

cag gtc cag ctg gtg caa tct ggg gga ggc gtg gtc cag cct ggg agg 48 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc acc ttc agt age aat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca gtt ata tgg tat gat gga agt aat aaa tac tat gca gac tec gtg 192 
Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 



WO 2004/048571 
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48/141 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac aca ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cac ggc ctt ggt gat caa gee tec tgg ttc gac ccc tgg 336 
Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

ggc cag ggg acc acg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 46 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Asn 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Val He Trp Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 



WO 2004/048571 
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Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp His Gly Leu Gly Asp Gin Ala Ser Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 47 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1)..(360) 
<223> 

<400> 47 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 

15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 



tat atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 



WO 2004/048571 
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gga tgg atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

ggg aca atg gtc acc gtc tct tea 360 
Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 48 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 
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5 1/14 1 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Thr Met Val Thr Val Ser Ser 
115 120 



<210> 49 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(351) 

<223> 

<400> 49 

cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec tea gtg 48 
Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser Val 
15 10 15 

aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc tat atg 96 
Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr Met 
20 25 30 

cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg gga tgg 144 
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His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly Trp 
35 40 45 

atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt cag gac 192 
Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin Asp 
50 55 60 

agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac atg gag 240 
Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met Glu 
65 70 75 80 

ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt gcg aga 288 
Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg 
85 90 95 

acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa ggg aca 336 
Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin Gly Thr 
100 105 110 

atg gtc acc gtc tct tc 353 
Met Val Thr Val Ser 
115 



<210> 50 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser Val 
15 10 15 

Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr Met 
20 25 30 
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53/141 

His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly Trp 
35 40 45 

Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin Asp 
50 55 60 

Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met Glu 
65 70 75 80 

Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg 
85 90 95 

Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin Gly Thr 
100 105 110 

Met Val Thr Val Ser 
115 



<210> 51 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (360) 

<223> 

<400> 51 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

tea gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc 96 
Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
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5 4/1 4 1 
20 25 30 

tat atg cac tgg gtg cga cag gcc cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

gga tgg atg aac act aac agt ggt gcc aca ggc tat gca cac aag ttt 192 
Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

cag gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac 240 
Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

atg gag ctg ggc ggc ctg aca tct gac gac acg gcc gtg tat tat tgt 288 
Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga acc cag gag gtt tac tac tac get atg gac gtc tgg ggc caa 336 
Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

gga acc ctg gtc acc gtc tct tea 360 
Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 52 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 
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Ser Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe 
50 55 60 

Gin Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr 
65 70 75 80 

Met Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Trp Gly Gin 
100 105 110 

Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 53 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (357) 

<223> 

<400> 53 

gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec tea 48 
Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser 
15 10 15 
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gtg aag gtc tec tgt cag get tct gga tac atg ttc acc ggc ttc tat 96 
Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr 
20 25 30 

atg cac tgg gtg cga cag gec cct gga caa ggg ctt gag tgg atg gga 144 
Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
35 40 45 

tgg atg aac act aac agt ggt gec aca ggc tat gca cac aag ttt cag 192 
Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin 
50 55 60 

gac agg gtc acc ctg acc agg gac acg tec ate age aca ggc tac atg 240 
Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met 
65 70 75 80 

gag ctg ggc ggc ctg aca tct gac gac acg gec gtg tat tat tgt gcg 288 
Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

aga acc cag gag gtt tac tac tac get atg gac gta ctg ggg cca agg 336 
Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Leu Gly Pro Arg 
100 105 110 

gac aat ggt cae cgt etc ttc 357 
Asp Asn Gly His Arg Leu Phe 
115 



<210> 54 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 54 
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Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala Ser 
15 10 15 

Val Lys Val Ser Cys Gin Ala Ser Gly Tyr Met Phe Thr Gly Phe Tyr 
20 25 30 

Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met Gly 
35 40 45 

Trp Met Asn Thr Asn Ser Gly Ala Thr Gly Tyr Ala His Lys Phe Gin 
50 55 60 

Asp Arg Val Thr Leu Thr Arg Asp Thr Ser He Ser Thr Gly Tyr Met 
65 70 75 80 

Glu Leu Gly Gly Leu Thr Ser Asp Asp Thr Ala Val Tyr Tyr Cys Ala 
85 90 95 

Arg Thr Gin Glu Val Tyr Tyr Tyr Ala Met Asp Val Leu Gly Pro Arg 
100 105 110 

Asp Asn Gly His Arg Leu Phe 
115 



<210> 55 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 

<400> 55 
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gat att gtg atg acc cag act cca gac tec ctg get gtg tct ctg ggc 48 

Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 

15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 56 
<211> 114 
<212> PRT 
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<213> Homo sapiens 
<400> 56 

Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 57 

<211> 337 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (336) 
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<223> 
<400> 57 

gat ctt gtg atg act cag tct cca gac 
Asp Leu Val Met Thr Gin Ser Pro Asp 
1 5 

gag agg gcc acc ate aac tgc aag tec 
Glu Arg Ala Thr lie Asn Cys Lys Ser 
20 25 



tec ctg get gtg tct ctg ggc 48 
Ser Leu Ala Val Ser Leu Gly 
10 15 

age cag agt gtt tta tac age 96 
Ser Gin Ser Val Leu Tyr Ser 
30 



tec aac aat aag aac tac tta get tgg cac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp His Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 



tat tat agt act cct ccg acg ttc ggc caa ggg acc aaa gtg gat ate a 337 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 



<210> 58 

<211> 112 

<212> PRT 

<213> Homo sapiens 
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<400> 58 

Asp Leu Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp His Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 



<210> 59 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 

<400> 59 

gat att gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
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Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gcc acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 60 

<211> 114 

<212> PRT 

<213> Homo sapiens 



WO 2004/048571 
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<400> 60 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 61 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 
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<400> 61 

gat att gtg atg act cag tct cca etc tec ctg ccc gtc acc cct gga 48 
Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

gag ccg gec tec ate tec tgc agg tct agt cag age etc ttg gat agt 96 
Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

gat gat gga aac acc tat ttg gac tgg tac ctg cag aag cca ggg cag 144 
Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

tct cca cag etc eta ate tat acg ctt tec tat egg gee tct gga gtc 192 
Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

cca gac agg ttc agt ggc agt ggg tea ggc act gat ttc aca ctg aaa 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

ate age agg gtg gag get gag gat gtt gga gtt tat tac tgc atg caa 288 
He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

cgt ata gag ttt cct tac act ttt ggc cag ggg acc aaa gtg gat ate 336 
Arg He Glu Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 62 



WO 2004/048571 
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<211> 114 
<212> PRT 
<213> Homo sapiens 

<400> 62 

Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

Arg He Glu Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 

Lys Arg 



<210> 63 

<211> 342 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (1) . . (342) 

<223> 

<400> 63 

gat gtt gtg atg act cag tct cca etc tec ctg ccc gtc ace cct gga 48 
Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

gag ccg gec tec ate tec tgc agg tct agt cag age etc ttg gat agt 96 
Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

gat gat gga aac ace tat ttg gac tgg tac ctg cag aag cca ggg cag 144 
Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

tct cca cag etc eta ate tat acg ctt tec tat egg gee tct gga gtc 192 
Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

cca gac agg ttc agt ggc agt ggg tea ggc act gat ttc aca ctg aaa 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

ate age agg gtg gag get gag gat gtt gga gtt tat tac tgc atg caa 288 
He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

cgt ata gag ttt cct tac act ttt ggc cag ggg acc aag gtg gaa ate 336 
Arg He Glu Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 



aaa cgt 
Lys Arg 



342 



WO 2004/048571 
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<210> 64 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
1 5 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

Arg He Glu Phe Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 65 
<211> 339 
<212> DNA 



WO 2004/048571 
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<213> Homo sapiens 
<220> 

<221> CDS 

<222> (1) . . (339) 

<223> 

<400> 65 

gat att gtg atg acc cag act cca etc tec ctg ccc gtc acc cct gga 48 
Asp He Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

gag ccg gec tec ate tec tgc agg tct agt cag age etc ttg gat agt 96 
Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

gat gat gga aac acc tat ttg gac tgg tac ctg cag aag cca ggg cag 144 
Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

tct cca cag etc eta ate tat acg ctt tec tat egg gec tct gga gtc 192 
Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

cca gac agg ttc agt ggc agt ggg tea ggc act gat ttc aca ctg aaa 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

ate age agg gtg gag get gag gat gtt gga gtt tat tac tgc atg caa 288 
He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

get aca caa ttg tac act ttt ggc cag ggg acc aag gtg gag ate aaa 336 
Ala Thr Gin Leu Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 105 110 
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cgt 
Arg 



339 



<210> 66 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 66 

Asp He Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu Asp Ser 
20 25 30 

Asp Asp Gly Asn Thr Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin 
35 40 45 

Ser Pro Gin Leu Leu He Tyr Thr Leu Ser Tyr Arg Ala Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
65 70 75 80 

He Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin 
85 90 95 

Ala Thr Gin Leu Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 105 110 

Arg 



WO 2004/048571 
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<210> 67 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 



<400> 67 

gat att gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gee ace ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct ace egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc ace 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age ace ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 



tat tat agt act cct ccg acg ttc ggc caa ggg ace aag ctg gag ate 



336 
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Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Leu Glu He 
100 105 110 



aaa egt 
Lys Arg 



342 



<210> 68 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Leu Glu He 
100 105 110 



Lys Arg 
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<210> 69 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1) . . (342) 
<223> 

<400> 69 

gat gtt gtg atg act cag act cca gac tec ctg get gtg tct ctg ggc 48 

Asp Val Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta cac aag 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu His Lys 
20 25 30 

tec aac aat aag aac tat tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ttg etc att cac tgg get tct acc egg gaa ttc ggg gtc 192 
Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

cct gac cga etc agt ggc age ggg tct gcg aca gat ttc act etc acc 240 
Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gac gtg gca gtc tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
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85 90 95 

tat tat get gtt cct etc ace ttc ggc caa ggg aca cga ctg gag att 336 
Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

aaa cgt ' 342 

Lys Arg 



<210> 70 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Asp Val Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu His Lys 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 



Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
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100 



7 4/1 4 1 
105 



110 



Lys Arg 



<210> 71 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 



<400> 71 

gat att gtg atg acc cag acg cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gee acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 
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ate age ace ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc age eaa ggg ace aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Ser Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 72 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 



He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
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85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Ser Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 73 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 



<400> 73 

gat gtt gtg atg act cag tct cca gac tec ctg act gtg tct ctg ggc 48 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Thr Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 

20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144. 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aag ctg etc att tac tgg gca cct acc egg gaa tec ggg gtc 192 

Pro Pro Lys Leu Leu He Tyr Trp Ala Pro Thr Arg Glu Ser Gly Val 
50 55 60 
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PCT/JP2003/014919 
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cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc ace 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc cag ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 74 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Thr Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Pro Thr Arg Glu Ser Gly Val 
50 55 60 



Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 



WO 2004/048571 



PCT/JP2003/014919 
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65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 75 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 

<400> 75 

gat gtt gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag ggt gtt tta cac aag 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Gly Val Leu His Lys 
20 25 30 

tec aac aat aag aac tat tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 



cct cct aaa ttg etc att cac tgg get tct acc egg gaa ttc ggg gtc 192 



WO 2004/048571 
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Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

cct gac cga etc agt ggc age ggg tct gcg aca gat ttc act etc ace 240 
Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gac gtg gca gtc tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat get gtt cct etc acc ttc ggc caa ggg aca cga ctg gag att 336 
Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 76 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Gly Val Leu His Lys 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 



Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
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50 55 60 

Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

Lys Arg 



<210> 77 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 
<223> 



<400> 77 

gat att gtg atg acc cag acg cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
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35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 78 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Asp He Val Met Thr Gin Thr Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 



Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
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35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 79 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 



<400> 79 

gat gtt gtg atg act cag tct cca gac tec ctg get gtg cct ctg ggc 48 
Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Pro Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta cac aag 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu His Lys 
20 25 30 
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83/141 



tec aac aat aag aac cat tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn His Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ttg etc att cac tgg get tct ace egg gaa ttc ggg gtc 192 
Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

cct gac cga etc agt ggc age ggg tct gcg aca gat ttc act etc ace 240 
Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate aac age ctg cag get gaa gac gcg gca gtc tat tac tgt cag caa 288 
He Asn Ser Leu Gin Ala Glu Asp Ala Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat get gtt cct etc acc ttc ggc caa ggg aca cga ctg gag att 336 
Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 80 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Pro Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu His Lys 
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20 25 30 

Ser Asn Asn Lys Asn His Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Asn Ser Leu Gin Ala Glu Asp Ala Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

Lys Arg 



<210> 81 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 



<400> 81 

gat att gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 
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gag agg gcc acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aaa gtg gat ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 82 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 82 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
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15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Asp He 
100 105 110 

Lys Arg 



<210> 83 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 
<223> 

<400> 83 

gat gtt gtg atg act cag tct cca gac tec ctg get gtg tct ctg ggc 48 
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Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gcc acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ttg etc att cac tgg get tct acc egg gaa ttc ggg gtc 192 
Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

cct gac cga etc agt ggc age ggg tct gcg aca gat ttc act etc acc 240 
Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gac gtg gca gtc tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat get gtt cct etc acc ttc ggc caa ggg aca cga ctg gag att 336 
Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 84 

<211> 114 

<212> PRT 

<213> Homo sapiens 
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<400> 84 

Asp Val Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He His Trp Ala Ser Thr Arg Glu Phe Gly Val 
50 55 60 

Pro Asp Arg Leu Ser Gly Ser Gly Ser Ala Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ala Val Pro Leu Thr Phe Gly Gin Gly Thr Arg Leu Glu He 
100 105 110 

Lys Arg 



<210> 85 

<211> 342 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (342) 

<223> 
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<400> 85 

gac ate gtg atg acc cag tct cca gac 
Asp He Val Met Thr Gin Ser Pro Asp 
1 5 



tec ctg get gtg tct ctg ggc 48 
Ser Leu Ala Val Ser Leu Gly 
10 15 



gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

aaa cgt 342 
Lys Arg 



<210> 86 
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<211> 114 
<212> PRT 
<213> Homo sapiens 

<400> 86 

Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 

Lys Arg 



<210> 87 

<211> 327 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (1) . . (327) 

<223> 

<400> 87 

gaa att gtg ctg act cag tct cca ggc acc ctg tct ttg tct cca ggg 48 
Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc acc etc tec tgc aag gec agt cag agt ttt age age aac 96 
Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Ser Phe Ser Ser Asn 
20 25 30 

tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg ctg etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tat ggt gca tec age agg gcc act ggc ate cca gac agg ttc agt 192 
He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe Ser 
50 55 60 

ggc agt aaa tct ggg aca gac ttc act etc acc ate age aga ctg gag 240 
Gly Ser Lys Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat gtt acc tea ccg 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Thr Ser Pro 
85 90 95 

tac act ttt ggc ctg ggg acc aag gtg gag ate aaa cgt 327 
Tyr Thr Phe Gly Leu Gly Thr Lys Val Glu He Lys Arg 
100 105 



<210> 88 
<211> 109 
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<212> PRT 

<213> Homo sapiens 

<400> 88 

Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Ser Phe Ser Ser Asn 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Lys Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Thr Ser Pro 
85 90 95 

Tyr Thr Phe Gly Leu Gly Thr Lys Val Glu He Lys Arg 
100 105 



<210> 89 

<211> 325 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (324) 

<223> 



WO 2004/048571 



PCT/JP2003/014919 



9 3/14 1 

<400> 89 

gat gtt ggg atg aca cag tct tea gec acc eta tct ttg tct cca ggg 48 
Asp Val Gly Met Thr Gin Ser Ser Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gee acc etc tec tgc agg gee agt cag agg att age agt tat 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Arg He Ser Ser Tyr 
20 25 30 

tta gee tgg tac caa cag aaa cct ggc cag get ccc aga etc etc ate 144 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He 
35 40 45 

tat gag gca gtc aaa agg gec act ggc ate cca gee agg ttc agt ggc 192 
Tyr Glu Ala Val Lys Arg Ala Thr Gly He Pro Ala Arg Phe Ser Gly 
50 55 60 

agt ggg tct ggg aca gag ttc acc etc acc ate aae age eta gag cct 240 
Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr He Asn Ser Leu Glu Pro 
65 70 75 80 

gaa gat ttt gca gtt tat ttc tgt cag cag cgt ggc age tgt cct ggg 288 
Glu Asp Phe Ala Val Tyr Phe Cys Gin Gin Arg Gly Ser Cys Pro Gly 
85 90 95 

acg ttc ggc cag ggg acc aag ctg gag ate aaa cgt t 325 
Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys Arg 
100 105 



<210> 90 

<211> 108 

<212> PRT 

<213> Homo sapiens 



<400> 90 



WO 2004/048571 



PCT/JP2003/014919 



9 4/1 4 1 

Asp Val Gly Met Thr Gin Ser Ser Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Arg He. Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He 
35 40 45 

Tyr Glu Ala Val Lys Arg Ala Thr Gly He Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Glu Phe Thr Leu Thr He Asn Ser Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Phe Cys Gin Gin Arg Gly Ser Cys Pro Gly 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Leu Glu He Lys Arg 
100 105 



<210> 91 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1) . . (366) 
<223> 

<400> 91 

cag gtc cag ctg gtg caa tct ggg get gag gtg aag aag cct ggg gec 48 
Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 



WO 2004/048571 
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9 5/14 1 

tea gtg aag gtc tec tgc aag get tct gga tac ace ttc ace ggc tac 96 
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr 
20 25 30 

tat atg cac tgg gtg cga cag gee cct gga caa ggg ctt gag tgg atg 144 
Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Gin Trp Met 
35 40 45 

gga tgg ate aac cct aac agt ggt ggc aca aag tat gca cag aag ttt 192 
Gly Trp He Asn Pro Asn Ser Gly Gly Thr Lys Tyr Ala Gin Lys Phe 
50 55 60 

cag ggc agg gtc ace atg acc agg gac acg tec ate age aca gee tac 240 
Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Ser Thr Ala Tyr 
65 70 75 80 

atg gag ctg age agg ctg aga tct gac gac acg gee gtg tat tac tgt 288 
Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gga tac gat att ttg act ggt tat ggc tgg ttc gac ccc tgg 336 
Ala Arg Gly Tyr Asp He Leu Thr Gly Tyr Gly Trp Phe Asp Pro Trp 
100 105 110 

ggc cag gga acc ctg gtc acc gtc tec tea 366 
Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 92 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 92 



WO 2004/048571 



PCT/JP2003/014919 



9 6/1 4 1 

Gin Val Gin Leu Val Gin Ser Gly Ala Glu Val Lys Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Gly Tyr 
20 25 30 

Tyr Met His Trp Val Arg Gin Ala Pro Gly Gin Gly Leu Glu Trp Met 
35 40 45 

Gly Trp He Asn Pro Asn Ser Gly Gly Thr Lys Tyr Ala Gin Lys Phe 
50 55 60 

Gin Gly Arg Val Thr Met Thr Arg Asp Thr Ser He Ser Thr Ala Tyr 
65 70 75 80 

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Tyr Asp He Leu Thr Gly Tyr Gly Trp Phe Asp Pro Trp 
100 105 110 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 93 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (360) 

<223> 

<400> 93 



WO 2004/048571 
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9 7/1 4 1 

cag gtc cag ctg gtg caa tct ggg gga ggc ttg gtc cag cct ggg ggg 48 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc ace ttt agt age tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

tgg atg agt tgg gtc cgc cag get cca ggg aag ggg ctg gag tgg gtg 144 
Trp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gec aac ata aag caa gat gga agt gag aaa tac tat gtg gac tct gtg 192 
Ala Asn He Lys Gin Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aac gec aag aac tea ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 

ctg caa atg aac acc ctg aga gec gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Thr Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat cgt ttg tgg acc cag ggg ttt ttt gac tac tgg ggc cag 336 
Ala Arg Asp Arg Leu Trp Thr Gin Gly Phe Phe Asp Tyr Trp Gly Gin 
100 105 110 

gga acc ctg gtc acc gtc tec tea 360 
Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 94 
<211> 120 
<212> PRT 



WO 2004/048571 
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9 8/1 4 1 

<213> Homo sapiens 
<400> 94 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 30 

Trp Met Ser Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Asn He Lys Gin Asp Gly Ser Glu Lys Tyr Tyr Val Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Thr Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Leu Trp Thr Gin Gly Phe Phe Asp Tyr Trp Gly Gin 
100 105 110 

Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 95 

<211> 339 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (339) 



WO 2004/048571 



PCT/JP2003/014919 



9 9/14 1 

<223> 
<400> 95 

gac ate gtg atg acc cag tct cca gac tec ctg get gtg tct ctg ggc 48 
Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

gag agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age 96 
Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 . 25 30 

tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag 144 
Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

cct cct aac ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc 192 
Pro Pro Asn Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc 240 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age age ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa 288 
He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

tat tat act act ccg tgg acg ttc ggc caa ggg acc aag gtg gaa ate 336 
Tyr Tyr Thr Thr Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 



aaa 
Lys 



339 



WO 2004/048571 



PCT/JP2003/014919 



1 0 0/1 4 1 



<210> 


96 


<211> 


113 


<212> 


PRT 


<213> 


Homo 


<400> 


96 



Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly 
15 10 15 

Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Pro Pro Asn Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin 
85 90 95 

Tyr Tyr Thr Thr Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He 
100 105 110 



Lys 



<210> 97 

<211> 23 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



101/141 



<220> 



<223> Artificially Synthesized Primer Sequence 



<400> 97 

caggtkcagc tggtgcagtc tgg 



23 



<210> 98 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 98 

caggtccagc ttgtgcagtc tgg 23 

<210> 99 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 



<223> 



Artificially Synthesized Primer Sequence 



<400> 



99 



saggtccagc tggtacagtc tgg 



23 



<210> 100 



<211> 23 



<212> DNA 



<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



10 2/141 



<220> 



<223> Artificially Synthesized Primer Sequence 



<400> 100 



caratgcagc tggtgcagtc tgg 



23 



<210> 101 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 101 

cagatcacct tgaaggagtc tggt 24 

<210> 102 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 



<223> 



Artificially Synthesized Primer Sequence 



<400> 



102 



caggtcacct tgarggagtc tggt 



24 



<210> 103 



<211> 23 



<212> DNA 



<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



10 3/141 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 103 

gargtgcagc tggtggagtc tgg 23 



<210> 104 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 104 

caggtgcagc tggtggagtc tgg 23 



<210> 105 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 105 

gaggtgcagc tgttggagtc tgg 23 



<210> 106 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



1 0 4/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 106 

cagstgcagc tgcaggagtc gggc 

<210> 107 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 107 

caggtgcagc tacagcagtg gggc 

<210> 108 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 108 

gargtgcagc tggtgcagtc tgga 

<210> 109 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



10 5/141 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 109 

caggtacagc tgcagcagtc aggt 24 



<210> 110 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 110 

caggtscagc tggtgcaatc tgg 23 



<210> 111 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 111 

tgaggagacg gtgaccaggg tkcc 24 



<210> 112 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



1 0 6/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 112 

tgaagagacg gtgaccattg tccc 24 



<210> 113 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 113 

tgaggagacg gtgaccgtgg tccc 24 



<210> 114 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 114 

racatccaga tgacccagtc tcca 24 



<210> 115 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



1 0 7/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 115 

gmcatccagt tgacccagtc tcca 

<210> 116 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 116 

gccatccrga tgacccagtc tcca 

<210> 117 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 117 

gtcatctgga tgacccagtc tcca 

<210> 118 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



10 8/141 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 118 

gatattgtga tgacccagac tcca 24 



<210> 119 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 119 

gatrttgtga tgactcagtc tcca 24 



<210> 120 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 120 

gaaattgtgt tgacrcagtc tcca 24 



<210> 121 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



10 9/141 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 121 

gaaatagtga tgacgcagtc tcca 

<210> 122 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 122 

gaaattgtaa tgacacagtc tcca 

<210> 123 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 123 

gacatcgtga tgacccagtc tcca 

<210> 124 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



1 1 0/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 124 

gaaacgacac tcacgcagtc tcca 

<210> 125 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 125 

gaaattgtgc tgactcagtc tcca 

<210> 126 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 126 

gatgttgtga tgacacagtc tcca 

<210> 127 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



111/14 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 127 

acgtttgatt tccaccttgg tccc 24 



<210> 128 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 128 

acgtttgatc tccascttgg tccc 24 



<210> 129 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 129 

acgtttgata tccactttgg tccc 24 



<210> 130 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



112/141 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 130 

acgtttaatc tccagtcgtg tccc 

<210> 131 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 131 

cagtctgtgc tgactcagcc accc 

<210> 132 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 132 

cagtctgtgy tgacgcagcc gccc 

<210> 133 

<211> 22 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



113/141 



<220> 



<223> Artificially Synthesized Primer Sequence 



<400> 133 



cagtctgccc tgactcagcc ts 



22 



<210> 134 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 134 

tcctatgwgc tgactcagcc accc 24 

<210> 135 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 



<223> 



Artificially Synthesized Primer Sequence 



<400> 



135 



tcctatgagc tgacacagcy accc 



24 



<210> 136 



<211> 24 



<212> DNA 



<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



1 1 4/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 136 

tcttctgagc tgactcagga ccct 24 



<210> 137 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 137 

tcctatgagc tgatgcagcc accc 24 



<210> 138 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 138 

cagcctgtgc tgactcaatc atcc 24 



<210> 139 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



115/141 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 139 

cagcttgtgc tgactcaatc gccc 24 



<210> 140 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 140 

ctgcctgtgc tgactcagcc cccg 24 



<210> 141 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 141 

cagcctgtgc tgactcagcc ayct 24 



<210> 142 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



1 1 6/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 142 

caggctgtgc tgactcagcc ggct 

<210> 143 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 143 

aattttatgc tgactcagcc ccac 

<210> 144 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 144 

cagrctgtgg tgactcagga gccc 

<210> 145 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



1 1 7/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 145 

cagactgtgg tgacccagga gcca 

<210> 146 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 146 

cwgcctgtgc tgactcagcc acct 

<210> 147 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 147 

caggcagggc tgactcagcc accc 

<210> 148 

<211> 24 

<212> DNA 

<213> Artificial 



WO 2004/048571 



1 1 8/1 4 1 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 148 

acctaggacg gtgaccttgg tccc 

<210> 149 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 149 

acctaggacg gtcagcttgg tccc 

<210> 150 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 150 

accgaggacg gtcagctggg tgcc 

<210> 151 

<211> 91 

<212> DNA 

<213> Artificial 



WO 2004/048571 



PCT/JP2003/014919 



1 1 9/1 4 1 



<220> 



<223> Template Linker Sequence 



<400> 151 



ggacaatggt caccgtctct tcaggtggtg gtggttcggg tggtggtggt tcgggtggtg 



60 



gcggatcgga catccagatg acccagtctc c 



91 



<210> 152 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 152 

gcaccctggt caccgtctcc tcaggtgg 28 

<210> 153 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 

<400> 153 

ggacaatggt caccgtctct tcaggtgg 28 



<210> 154 
<211> 28 
<212> DNA 



WO 2004/048571 



12 0/141 

<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 154 

gaaccctggt caccgtctcc tcaggtgg 

<210> 155 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 155 

ggaccacggt caccgtctcc tcaggtgg 

<210> 156 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 156 

ggagactggg tcatctggat gtccgatccg cc 

<210> 157 
<211> 32 
<212> DNA 



WO 2004/048571 



PCT/JP2003/014919 



12 1/14 1 

<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 157 

ggagactgag tcatcacaac atccgatccg cc 32 

<210> 158 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 158 

ggagactgcg tcaacacaat ttccgatccg cc 32 

<210> 159 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 159 

ggagactggg tcatcacgat gtccgatccg cc 32 

<210> 160 
<211> 32 
<212> DNA 



WO 2004/048571 



PCT/JP2003/014919 



1 2 2/1 4 1 

<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 160 

ggagactgcg tgagtgtcgt ttccgatccg cc 32 

<210> 161 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 161 

ggagactgag tcagcacaat ttccgatccg cc 32 

<210> 162 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 162 

ggcggctgcg tcaacacaga ctgcgatccg ccaccgccag ag 42 

<210> 163 
<211> 42 
<212> DNA 
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<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 163 

gcaggctgag tcagagcaga ctgcgatccg ccaccgccag ag 42 

<210> 164 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 164 

ggtggctgag tcagcacata ggacgatccg ccaccgccag ag 42 

<210> 165 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 165 

gggtcctgag tcagctcaga agacgatccg ccaccgccag ag 42 

<210> 166 
<211> 42 
<212> DNA 
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<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 166 

ggcggttgag tcagtataac gtgcgatccg ccaccgccag ag 

<210> 167 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 167 

gacggctgag tcagcacaga ctgcgatccg ccaccgccag ag 

<210> 168 

<211> 42 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 168 

tggggctgag tcagcataaa attcgatccg ccaccgccag ag 

<210> 169 
<211> 39 
<212> DNA 
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<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 169 

agtattgacc atggcccagg tgcagctggt gcagtctgg 39 

<210> 170 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 170 

agtattgacc atggcccagg tcaacttaag ggagtctgg 39 

<210> 171 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 171 

agtattgacc atggccgagg tgcagctggt ggagtctgg 39 

<210> 172 
<211> 39 
<212> DNA 
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<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 172 

agtattgacc atggcccagg tgcagctgca ggagtcggg 39 

<210> 173 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 173 

agtattgacc atggcccagg tgcagctgtt gcagtctgc 39 

<210> 174 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 174 

agtattgacc atggcccagg tacagctgca gcagtcagg 39 

<210> 175 
<211> 34 
<212> DNA 
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<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 175 

taatgaattc acgtttgatt tccaccttgg tccc 34 

<210> 176 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 176 

taatgaattc acgtttgatc tccagcttgg tccc 34 

<210> 177 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 177 

taatgaattc acgtttgata tccactttgg tccc 34 

<210> 178 
<211> 34 
<212> DNA 
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<213> Artificial 
<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 178 

taatgaattc acgtttgatc tccaccttgg tccc 34 

<210> 179 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 179 

taatgaattc acgtttaatc tccagtcgtg tccc 34 

<210> 180 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 180 

taatgaattc acctaggacg gtgaccttgg tccc 34 

<210> 181 
<211> 34 
<212> DNA 
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<213> 



Artificial 



<220> 



<223> 



Artificially Synthesized Primer Sequence 



<400> 



181 



taatgaattc acctaggacg gtcagcttgg tccc 



34 



<210> 182 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Artificially Synthesized Primer Sequence 
<400> 182 

taatgaattc acctaaaacg gtgagctggg tccc 34 

<210> 183 

<211> 861 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 
<222> (1) . . (861) 
<223> 

<400> 183 

atg aaa tac ctg ctg ccg acc get get get ggt ctg ctg etc etc get 48 
Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 
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gcc cag ccg gcg atg gcc atg gcc cag gtg cag ctg gtg cag tct ggg 96 
Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

get gag gtg aag aag cct ggg gcc tea gtg aag gtc tec tgc aag get 144 
Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala 
35 40 45 

tct gga tac acc ttc acc ggc tac tat atg cac tgg gtg cga cag gcc 192 
Ser Gly Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gin Ala 
50 55 60 

cct gga caa ggg ctt gag tgg atg gga tgg ate aac cct aac agt ggt 240 
Pro Gly Gin Gly Leu Glu Trp Met Gly Trp He Asn Pro Asn Ser Gly 
65 70 75 80 

ggc aca aag tat gca cag aag ttt cag ggc agg gtc acc atg acc agg 288 
Gly Thr Lys Tyr Ala Gin Lys Phe Gin Gly Arg Val Thr Met Thr Arg 
85 90 95 

gac acg tec ate age aca gcc tac atg gag ctg age agg ctg aga tct 336 
Asp Thr Ser He Ser Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser 
100 105 110 

gac gac acg gcc gtg tat tac tgt gcg aga gga tac gat att ttg act 384 
Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp He Leu Thr 
115 120 125 

ggt tat ggc tgg ttc gac ccc tgg ggc cag gga acc ctg gtc acc gtc 432 
Gly Tyr Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val 
130 135 140 

tec tea ggt ggt ggt ggt teg ggt ggt ggt ggt teg ggt ggt ggc gga 480 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 
145 150 155 160 
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teg gac ate gtg atg acc cag tct cca gac tec ctg get gtg tct ctg 528 
Ser Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu 
165 170 175 

ggc gag agg gee acc ate aac tgc aag tec age cag agt gtt tta tac 576 
Gly Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr 
180 185 190 

age tec aac aat aag aac tac tta get tgg tac cag cag aaa cca gga 624 
Ser Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly 
195 200 205 

cag cct cct aaa ctg etc att tac tgg gca tct acc egg gaa tec ggg 672 
Gin Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly 
210 215 220 

gtc cct gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc 720 
Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu 
225 230 235 240 

acc ate age acc ctg cag get gaa gat gtg gca gtt tat tac tgt cag 768 
Thr He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin 
245 250 255 

caa tat tat agt act cct ccg acg ttc ggc caa ggg acc aag gtg gaa 816 
Gin Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu 
260 265 270 

ate aaa cgt cgt gaa ttc gac tac aag gat gac gac gat aag tga 861 
He Lys Arg Arg Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 285 



<210> 184 
<211> 286 
<212> PRT 
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<213> Homo sapiens 
<400> 184 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala 
35 40 45 

Ser Gly Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gin Ala 
50 55 60 

Pro Gly Gin Gly Leu Glu Trp Met Gly Trp He Asn Pro Asn Ser Gly 
65 70 75 80 

Gly Thr Lys Tyr Ala Gin Lys Phe Gin Gly Arg Val Thr Met Thr Arg 
85 90 95 

Asp Thr Ser He Ser Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser 
100 105 110 

Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp He Leu Thr 
115 120 125 

Gly Tyr Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val 
130 135 140 

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 
145 150 155 160 

Ser Asp He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu 
165 170 175 
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Gly Glu Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr 
180 185 190 

Ser Ser Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly 
195 200 205 

Gin Pro Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly 
210 215 220 

Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu 
225 230 235 240 

Thr He Ser Thr Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin 
245 250 255 

Gin Tyr Tyr Ser Thr Pro Pro Thr Phe Gly Gin Gly Thr Lys Val Glu 
260 265 270 

He Lys Arg Arg Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 285 



<210> 185 

<211> 846 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (846) 

<223> 

<400> 185 

atg aaa tac ctg ctg ccg acc get get get ggt ctg ctg etc etc get 48 
Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 
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gcc cag ccg gcg atg gcc atg gcc cag gtg cag ctg gtg cag tct ggg 96 
Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

get gag gtg aag aag cct ggg gcc tea gtg aag gtc tec tgc aag get 144 
Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala 
35 40 45 

tct gga tac ace ttc ace ggc tac tat atg cac tgg gtg cga cag gcc 192 
Ser Gly Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gin Ala 
50 55 60 

cct gga caa ggg ctt gag tgg atg gga tgg ate aac cct aac agt ggt 240 
Pro Gly Gin Gly Leu Glu Trp Met Gly Trp He Asn Pro Asn Ser Gly 
65 70 75 80 

ggc aca aag tat gca cag aag ttt cag ggc agg gtc acc atg ace agg 288 
Gly Thr Lys Tyr Ala Gin Lys Phe Gin Gly Arg Val Thr Met Thr Arg 
85 90 95 

gac acg tec ate age aca gcc tac atg gag ctg age agg ctg aga tct 336 
Asp Thr Ser He Ser Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser 
100 105 110 

gac gac acg gcc gtg tat tac tgt gcg aga gga tac gat att ttg act 384 
Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp He Leu Thr 
115 120 125 

ggt tat ggc tgg ttc gac ccc tgg ggc cag gga acc ctg gtc acc gtc 432 
Gly Tyr Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val 
130 135 140 

tec tea ggt ggt ggt ggt teg ggt ggt ggt ggt teg ggt ggt ggc gga 480 
Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 
145 150 155 160 
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teg gaa att gtg ctg act cag tct cca ggc acc ctg tct ttg tct cca 528 
Ser Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro 
165 170 175 

ggg gaa aga gec acc etc tec tgc aag gee agt cag agt ttt age age 576 
Gly Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Ser Phe Ser Ser 
180 185 190 

aac tac tta gee tgg tac cag cag aaa cct ggc cag get ccc agg ctg 624 
Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu 
195 200 205 

etc ate tat ggt gca tec age agg gec act ggc ate cca gac agg tte 672 
Leu He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe 
210 215 220 

agt ggc agt aaa tct ggg aca gac ttc act etc acc ate age aga ctg 720 
Ser Gly Ser Lys Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu 
225 230 235 240 

gag cct gaa gat ttt gca gtg tat tac tgt cag cag tat gtt acc tea 768 
Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Thr Ser 
245 250 255 

ccg tac act ttt ggc cag ggg acc aag gtg gag ate aaa cgt cgt gaa 816 
Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Arg Glu 
260 265 270 

ttc gac tac aag gat gac gac gat aag tga 846 
Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 



<210> 186 
<211> 281 
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<212> PRT 

<213> Homo sapiens 

<400> 186 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

Ala Glu Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala 
35 40 45 

Ser Gly Tyr Thr Phe Thr Gly Tyr Tyr Met His Trp Val Arg Gin Ala 
50 55 60 

Pro Gly Gin Gly Leu Glu Trp Met Gly Trp He Asn Pro Asn Ser Gly 
65 70 75 80 

Gly Thr Lys Tyr Ala Gin Lys Phe Gin Gly Arg Val Thr Met Thr Arg 
85 90 95 

Asp Thr Ser He Ser Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser 
100 105 110 

Asp Asp Thr Ala Val Tyr Tyr Cys Ala Arg Gly Tyr Asp He Leu Thr 
115 120 125 

Gly Tyr Gly Trp Phe Asp Pro Trp Gly Gin Gly Thr Leu Val Thr Val 
130 135 140 

Ser Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly 
145 150 155 160 



Ser Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro 
165 170 175 
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Gly Glu Arg Ala Thr Leu Ser Cys Lys Ala Ser Gin Ser Phe Ser Ser 
180 185 190 

Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu 
195 200 205 

Leu He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe 
210 215 220 

Ser Gly Ser Lys Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu 
225 230 235 240 

Glu Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Thr Ser 
245 250 255 

Pro Tyr Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Arg Glu 
260 265 270 

Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 



<210> 187 

<211> 852 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (852) 

<223> 

<400> 187 

atg aaa tac ctg ctg ccg acc get get get ggt ctg ctg etc etc get 48 
Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
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15 10 15 

gcc cag ccg gcg atg gcc atg gcc cag gtc cag ctg gtg caa tct ggg 96 
Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

gga ggc ttg gtc cag cct ggg ggg tec ctg aga etc tec tgt gca gcc 144 
Gly Gly Leu Val Gin Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala 
35 40 45 

tct gga ttc acc ttt agt age tat tgg atg agt tgg gtc cgc cag get 192 
Ser Gly Phe Thr Phe Ser Ser Tyr Trp Met Ser Trp Val Arg Gin Ala 
50 55 60 

cca ggg aag ggg ctg gag tgg gtg gcc aac ata aag caa gat gga agt 240 
Pro Gly Lys Gly Leu Glu Trp Val Ala Asn He Lys Gin Asp Gly Ser 
65 70 75 80 

gag aaa tac tat gtg gac tct gtg aag ggc cga ttc acc ate tec aga 288 
Glu Lys Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg 
85 90 95 

gac aac gcc aag aac tea ctg tat ctg caa atg aac acc ctg aga gcc 336 
Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gin Met Asn Thr Leu Arg Ala 
100 105 110 

gag gac acg get gtg tat tac tgt gcg aga gat cgt ttg tgg acc cag 384 
Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Arg Leu Trp Thr Gin 
115 120 125 

ggg ttt ttt gac tac tgg ggc cag gga acc ctg gtc acc gtc tec tea 432 
Gly Phe Phe Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
130 135 140 

ggt ggt ggt ggt teg ggt ggt ggt ggt teg ggt ggt ggc gga teg gac 480 
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp 
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145 150 155 160 

ate gtg atg acc cag tct cca gac tec ctg get gtg tct ctg ggc gag 528 
He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu 
165 170 175 

agg gec acc ate aac tgc aag tec age cag agt gtt tta tac age tec 576 
Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser Ser 
180 185 190 

aac aat aag aac tac tta get tgg tac cag cag aaa cca gga cag cct 624 
Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Pro 
195 200 205 

cct aac ctg etc att tac tgg gca tct acc egg gaa tec ggg gtc cct 672 
Pro Asn Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val Pro 
210 215 220 

gac cga ttc agt ggc age ggg tct ggg aca gat ttc act etc acc ate 720 
Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He 
225 230 235 240 

age age ctg cag get gaa gat gtg gca gtt tat tac tgt cag caa tat 768 
Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin Tyr 
245 250 255 

tat act act ccg tgg acg ttc ggc caa ggg acc aag gtg gaa ate aaa 816 
Tyr Thr Thr Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
260 265 270 

cgt gaa ttc gac tac aag gat gac gac gat aag tga 852 
Arg Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 



<210> 188 
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<211> 283 
<212> PRT 
<213> Homo sapiens 

<400> 188 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Met Ala Gin Val Gin Leu Val Gin Ser Gly 
20 25 30 

Gly Gly Leu Val Gin Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala 
35 40 45 

Ser Gly Phe Thr Phe Ser Ser Tyr Trp Met Ser Trp Val Arg Gin Ala 
50 55 60 

Pro Gly Lys Gly Leu Glu Trp Val Ala Asn He Lys Gin Asp Gly Ser 
65 70 75 80 

Glu Lys Tyr Tyr Val Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg 
85 90 95 

Asp Asn Ala Lys Asn Ser Leu Tyr Leu Gin Met Asn Thr Leu Arg Ala 
100 105 110 

Glu Asp Thr Ala Val Tyr Tyr Cys Ala Arg Asp Arg Leu Trp Thr Gin 
115 120 125 

Gly Phe Phe Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
130 135 140 

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Asp 
145 150 155 160 

He Val Met Thr Gin Ser Pro Asp Ser Leu Ala Val Ser Leu Gly Glu 
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165 170 175 

Arg Ala Thr He Asn Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser Ser 
180 185 190 

Asn Asn Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Pro 
195 200 205 

Pro Asn Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val Pro 
210 215 220 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He 
225 230 235 240 

Ser Ser Leu Gin Ala Glu Asp Val Ala Val Tyr Tyr Cys Gin Gin Tyr 
245 250 255 

Tyr Thr Thr Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
260 265 270 



Arg Glu Phe Asp Tyr Lys Asp Asp Asp Asp Lys 
275 280 
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